ie 


BIOCHEMICAL 
Oe A 





The 
BIOCHEMICAL 
JOURNAL 


AUTHOR AND 
KEYWORD INDEXES 
FOR VOLUMES 
257-264 (1989) 


=—=—= 
= London: The Biochemical Society © 1990 





Available from 


Portland Press, P.O. Box 32, 
Commerce Way, Colchester CO2 8HP, U.K. 


Compiled and composed by Chemical Abstracts Service, Columbus, OH, U.S.A. 


Printed in Great Britain by the University Press, Cambridge 





Aalin, P. See Meyer, D. J. 
—-; Jensson, H.; Cederlund, E.; Joern= 
vall, H.; Mannervik, B. 

Cytosolic glutathione transferases 
from rat liver. Primary structure 
of class Alpha glutathione transfer= 
ase 8-8 and characterization of 
low—abundance class Mu glutathione 
transferases. 261: 531 

Abbott, W. M. 
——- Feizi, T. 

Evidence that the 14 kDa soluble 
B-galactoside—binding lectin in man 
is encoded by a single gene. 

259: 291 
——- Mellor, A.; Edwards, Y.; Feizi, T. 

Soluble bovine galactose—binding 
lectin. cDNA cloning reveals the 
complete amino acid sequence and 
an antigenic relationship with the 
major encephalitogenic.domain of 
myelin basic protein. 259: 283 

Abell, C. See Miller, A. D. 
Abraha, A. 
——-~ Luz, J.P. 

Inhibition of the formation of the 
complement membrane-attack 
complex by a monoclonal antibody 
to the complement component C8a 
subunit. 264: 933 

Achyuthan, K. E. 
——-; Mary, A.; Greenberg, C. S. 

Terbium(IIT)—ion—binding—induced 
conformational changes in platelet 
factor XIII. 257: 331 

Ackerman, J. J. H. See Daugherty, 
A 


Adachi, H. 

——-, Hayashi, H.; Sato, H.; Dempo, K.; 
Akino, T. 

Characterization of phospholipids 
accumulated in pulmonary-surfac= 
tant compartments of rats intratra> 
cheally exposed to silica. 262: 781 

Adamo, A. M. 

——-; Llesuy, S. F.; Pasquini, J. M.; 
Boveris, A. 

Brain chemiluminescence and oxida> 
tive stress in hyperthyroid rats. 

263: 273 

Adams, D. J. See Hitchcock, C. A. 

Adams, J. C. 

—- Gullick; W. J: 

Differences in phorbol ester—induced 
down-regulation of proteir: kinase C 
between cell lines. 257: 905 

Adams, M. W. W. See George, G. N. 

Adang, A. E. P. 

——-; Meyer, D. J.; Brussee, J.; Van der 
Gen, A.; Ketterer, B.; Mulder, G. J. 

Interaction of rat glutathione S-> 
transferases 7-7 and 8-8 with y-glu= 
tamyl- or glycyl-modified glutas 
thione analogs. 264: 759 

Addison, A. W. See DiFeo, T. J. 

Ades, I. Z. See Drew, P. D. 

Agius, L. See Betley, S.; Tosh, D. 

Agnani, G. 

——-,; Delpierre, C.; Benhamamouch, S.; 
Torpier, G.; Cachera, C.; Koffigan, 
M.; Tartar, A.; Fruchart, J. C.; Clas 
vey, V. 

Antipeptide antibody against the 
human low-density—lipoprotein 
receptor. Characterization and 
cross-reactivity with bovine lympho> 
cytes. 263: 753 

Agostinelli, E. See Morpurgo, L. 


Author Index 


VOLUMES 257-264 (1989) 


Agzawal, D. See Agrawal, H. C. 

Agrawal, H. C. 

——-, Agrawal, D. 

Effect of cycloheximide on palmityla= 
tion of PO protein of the peripheral 
nervous system myelin. 263: 173 

Ahnert-Hilger, G. See Foehr, K. J. 

Ailhaud, G. See Gaillard, D.; Negrel, 
R. 

Airo, G. 

—-; Tacchini, L.; Schiaffonati, L.; 
Rappocciolo, E.; Ventura, E.; Piet= 
rangelo, A. 

Translational regulation of ferritin 
synthesis in rat liver. Effects of 
chronic dietary iron overload. 

264: 925 

Aisen, P. See Sibille, J. C. 

Aiyar, N. See Nambi, P. 

——-; Bennett, C. F.; Nambi, P.; Valin= 
ski, W.; Angioli, M.; Minnich, M.; 
Crooke, S. T. 

Solubilization of rat liver vasopressin 
receptors as a complex with a gua> 
nine—nucleotide—binding protein 
and phosphoinositide-specific phos= 
pholipase C. 261: 63 

Akamatsu, N. See Oda—Tamai, S. 

Akamatu, N. See Shima, S. 

Akino, T. See Adachi, H.; Nagata, Y. 

Akita, C. G. See Cawley, K. C. 

Akkerman, J. W. N. See Siffert, W. 

Ala-Kokko, L. 

——-; Kontusaari, S.; Baldwin, C. T.; 
Kuivaniemi, H.; Prockop, D. J. 

Structure of cDNA clones coding for 
the entire preproal (III) chain of 
human type III procollagen. Differ= 
ences in protein structure from 
type I procollagen and conservation 
of codon preferences. 260: 509 

Alban, C. 

—-; Joyard, J.; Douce, R. 

Comparison of glycerolipid biosynthe> 
sis in non-green plastids from syca> 
more (Acer pseudoplatanus) cells 
and cauliflower (Brassica oleracea) 
buds. 259: 775 

Alberti, K. G. M. M. See Betley, S.; 
Tosh, D. 

Alcolea, J. M. See Anton, L. C. 

Al Daher, S. 

——- Fleet, G.; Namgoong, S. K.; Wins 
chester, B. 

Change in specificity of glycosidase 
inhibition by N-alkylation of amino 
sugars. 258: 613 

Alderman, J. A. 

— -; Kato, S.; Lieber, C. S. 

Characteristics of butanol metabolism 
in alcohol dehydrogenase-deficient 
deermice. 257: 615 

Aldred, P. See Fernley, R. T. 

Alefounder, P. R. See Miller, A. D. 

——-; Baldwin, S. A.; Perham, R. N.; 
Short, N. J. 

Cloning, sequence analysis and over-> 
expression of the gene for the class 
II fructose 1,6—bisphosphate aldolase 
of Escherichia coli. 257: 529 

Alexander, D. R. 

— Hexham, J. M.; Lucas, S. C.; 
Graves, J. D.; Cantrell, D. A.; 
Crumpton, M. J. 

A protein kinase C pseudosubstrate 
peptide inhibits phosphorylation of 
the CD3 antigen in streptolysin-O-= 
permeabilized human T lympho= 
cytes: 260: 893 


Alexson, S. E. H. 
——,; Osmundsen, H.; Berge, R. K. 

The presence of acyl-CoA hydrolase 
in rat brown—adipose-tissue peroxi> 
somes. 262: 41 

Alhonen, L. See Hirvonen, A 
Ali, N. 
; Milligan, G.; Evans, W. H. 

Distribution of G-proteins in rat 
liver plasma—membrane domains 
and endocytic pathways. 261: 905 

Allred, J. B. See Roman-Lopez, C. 
R.; Shriver, B. J. 

Alonso, E. 

——-, Rubio, V. 

Participation of ornithine amino> 
transferase in the synthesis and 
catabolism of ornithine in mice. 
Studies using gabaculine and argi= 
nine deprivation. 259: 131 

Alperin, D. M. See Bouzat, C. B. 
Al-Seeni, M. See Salter, A. M. 
Alvarado, F. See Vasseur, M. 
Alvarez, M. V. See Calvete, J. J. 
Alwan, A. F. 

——,; Mgbeje, B. I. A.; Jordan, P. M. 

Purification and properties of uropor= 
phyrinogen III synthase (co-syn> 
thase) from an over producing re> 
combinant strain of Escherichia 
coli K-12. 264: 397 

Amant, F. See Missiaen, L. 
Amatruda, J. M. See Salhanick, A. I. 
Ambler, R. P. See Campbell, J. I. A. 
———=; Fouarr, J. 

Two distinct azurins function in the 
electron-transport chain of the 
obligate methylotroph Methylomo= 
nas J. 261: 495 

Ampe, C. See Vangrysperre, W. 
Andersen, J. P. See Everts, M. E. 
Andersen, S. O. See Klarskov, K. 
Anderson, J. M. See Stevenson, B. R. 
Anderson, N. G. See Kilgour, E. 
——-; Kilgour, E.; Houslay, M. D. 

Subcellular localization and hormone 
sensitivity of adipocyte cyclic AMP 
phosphodiesterase. 262: 867 

Anderson, P. M. 

Glutamine—dependent carbamoyl-> 
phosphate synthetase and other 
enzyme activities related to the 
pyrimidine pathway in spleen of 
Squalus acanthias (spiny dogfish). 
261: 523 

Anderson, S. E. See Crabtree, B. 

Anderson, S. J. See Diaz, R. 

Andersson, G. See Haldosen, L. A. 

Andre, C. See Convents, A. 

Andres, A. See Martinez, C. 

Andriamampandry, C. 

——, Freysz, L.; Kanfer, J. N.; Dreyfus, 
H.; Massarelli, R. 

Conversion of ethanolamine, mono= 
methylethanolamine and dimethy= 
lethanolamine to choline-containing 
compounds by neurons in culture 
and by the rat brain. 264: 555 

Andrikopoulos, K. See Powell, J. F. 
Angermann, A. 
——, Bergmann, C.; Appelhans, H. 

Cloning and expression of human 
salivary—gland kallikrein in Escher= 
ichia coli. 262: 787 

Angioli, M. See Aiyar, N. 
Angliker, H. 
—-,,; Wikstrom, P.; Kirschke, H.; Shaw, 
E. 
The inactivation of the cysteinyl 





exopeptidases cathepsin H and C 
by affinity—labeling reagents. 
262: 63 

Aniento, F. See Vargas, J. L. 

Ankel-Fuchs, D. See Cheesman, M. 
R. 

Anonick, P. K. 

—; Vetter, W. H.; Gonias, S. L. 

Kinetics of the reaction of streptoki= 

nase-plasmin complex with purified 
human and mouse a2—-macroglobu> 
lin. Implications for mechanism. 
264: 745 

Anraku, Y. See Yamato, I. 

Anstee, D. J. See High, S.; Tate, C. 
G 


Anthony, C. See Auton, K. A.; Nunn, 
D.N. 


Antoine, B. 

—, Visvikis, A.; Thioudellet, C.; Rahi= 
mi-Pour, A.; Strazielle, N.; Well= 
man, M.; Siest, G. 

Electrophoretic mobility of y—glutas 
myltransferase in rat liver subcellus 
lar fractions. Evidence for structure 
difference from the kidney enzyme. 
262: 535 

Anton, L. C. 

— ; Alcolea, J. M.; Sanchez—Corral, 

P.; Marques, G.; Sanchez, A.; Vivan= 


co, F. 

C3 binds covalently to the Cy3 do= 
main of IgG immune aggregates 
during complement activation by 
the alternative pathway. 257: 831 

Antoni, F. A. 
——; Chadio, S. E. 

Essential role of magnesium in oxyto> 
cin-receptor affinity and ligand 
specificity. 257: 611 

Antonini, G. See Sarti, P. 

Antony, A. C. 

——-; Kane, M. A.; Krishnan, S. R.; 
Kincade, R. S.; Verma, R. S. 

Folate (pteroylglutamate) uptake in 
human red blood cells, erythroid 
precursors and KB cells at high 
extracellular folate concentrations. 
Evidence against a role for specific 
folate—binding and transport pro> 
teins. 260: 401 

Anvari, N. See Ofosu, F. A. 
Anwar, R. A. See Paulovic, R. P. 
Aon, M. A. 
; Cortassa, S.; Hervagault, J. F.; 
Thomas, D. 

pH-induced bistable dynamic behav= 
ior in the reaction catalyzed by 
glucose—6—phosphate dehydrogenase 
and conformational hysteresis of 
the enzyme. 262: 795 

Aono, R. 

Release of penicillinase by Escherichia 
coli HB101 (pEAP31) accompanying 
the simultaneous release of outer-> 
membrane components of Kil pep= 
tide. 263: 65 

Appel, I. See Schenkel, J. 
Appelhans, H. See Angermann, A. 
Appell, K. C. 

——- Barefoot, D. S. 

Neurotransmitter release from bra= 
dykinin-stimulated PC12 cells. 
Stimulation of cytosolic calcium 
and neurotransmitter release. 

263: 11 
Apps, D. K. 
—— Percy, J. M.; Perez—Castineira, J. 


Topography of a vacuolar-type hy= 
drogen ion-translocating ATPase: 
chromaffin—granule membrane 
ATPase I. 263: 81 

Arakawa, M. See Kimura, H. 


Aranda, A. See Montiel, F. 

Arata, Y. See Mizuguchi, J. 

Arber, J. M. 

——- Dobson, B. R.; Eady, R. R.; Hass 
nain, S. S.; Garner, C. D.; Matsushi= 
ta, T.; Nomura, M.; Smith, B. E. 

Vanadium K-edge x—ray—absorption 
spectroscopy of the functioning and 
thionine—-oxidized forms of the 
vanadium-iron protein of the vana> 
dium nitrogenase from Azotobacter 
chroococcum. 258: 733 

Ardawi, M. S. M. 
——,; Majzoub, M. F.; Masoud, I. M.,; 
Newsholme, E. A. 

Enzymic and metabolic adaptations 
in the gastrocnemius, plantaris and 
soleus muscles of hypocaloric rats. 
261: 219 

Argiles, J. M. 
——-, Lopez-Soriano, F. J.; Evans, R. 
D.; Williamson, D. H. 

Interleukin—1 and lipid metabolism 

in the rat. 259: 673 
——-, Lopez-Soriano, F. J.; Wiggins, D.; 
Williamson, D. H. 

Comparative effects of tumor necrosis 
factor-a (cachectin), interleukin—1—6 
and tumor growth on amino acid 
metabolism in the rat in vivo. Ab>= 
sorption and tissue uptake of a-am= 
ino[1—!4C]isobutyrate. 261: 357 

Arino, J. 
— Bosch, F.; Gomez—Foix, A. M.; 
Guinovart, J. J. 

Oxytocin inactivates and phosphory> 
lates rat hepatocyte glycogen syn> 
thase. 261: 827 

Arkhammar, P. See Berggren, P. O. 
——-; Nilsson, T.; Welsh, M.; Welsh, N.; 
Berggren, P. O. 

Effects of protein kinase C activation 
on the regulation of the stimulus-se> 
cretion coupling in pancreatic B-> 
cells. 264: 207 

Arlaud, G. J. See Lacroix, M. B. 

Armarego, W. L. F. 

—-; Cotton, R. G. H.; Dahl, H. H. M.; 
Dixon, N. E. 

High-level expression of human dihy= 
dropteridine reductase (EC 1.6.99.> 
7), without N-terminal amino acid 
protection, in Escherichia coli. 

261: 265 
Armstrong, F. A. See George, S. J. 
——-; George, S. J.; Cammack, R.; Hat= 
chikian, E. C.; Thomson, A. J. 

Electrochemical and spectroscopic 
characterization of the 7—iron form 
of ferredoxin III from Desulfovibrio 
africanus. 264: 265 

Aronson, N. N. Jr. See Fisher, K. J.; 
Tollersrud, O. K. 

Arosio, P. See Levi, S. 

Arthur, G. 

Acylation of 2-acyl-glycerophospho= 
choline in guinea pig heart microso> 
mal fractions. 261: 575 

Lysophospholipase Az activity in 
guinea pig heart microsomal frac= 
tions displaying high activities with 
2-acylglycerophosphocholines with 
linoleic and arachidonic acids. 

261: 581 
Arthur, J. R. See Beckett, G. J. 
Aruoma, O. I. 
——-; Halliwell, B.; Laughton, M. J.; 
Quinlan, G. J.; Gutteridge, J. M. C. 

The mechanism of initiation of lipid 
peroxidation. Evidence against a 
requirement for an iron(II)-iron(III) 
complex. 258: 617 

——-, Laughton, M. J.; Halliwell, B. 

Carnosine, homocarnosine and anse= 
rine: could they act as antioxidants 
in vivo?. 264: 863 


AUTHOR INDEX 


Ascenzi, P. 
——-; Brunori, M.; Coletta, M.; Desideri, 
A 


PH effects on the heme iron coordina> 
tion state in the nitric oxide and 
deoxy derivatives of ferrous horser= 
adish peroxidase and cytochrome c 
peroxidase. 258: 473 

Ashby, G. See Thorneley, R. N. F. 
Ashby, G. A. See Thorneley, R. N. F. 
Ashford, A. J. See Lopes, M. N. 
Asselberghs, S. See Schepers, L. 
Assimacopoulos—Jeannet, F. See 
Muzzin, P. 
Aszodi, A. See Friedrich, P. 
Atanasov, B. See Kossekova, G. 
Atassi, M. Z. See Yoshioka, M. 
——-; Bixler, G. S. Jr.; Yokoi, T. 

Conformation—dependent recognition 
of a protein by T cells requires 
presentation without processing. 
259: 731 

Atkinson, J. P. See Seya, T. 
Atkinson, T. See McArdell, J. E. C. 
Aubert-Foucher, E. See Font, B. 
Aubery, M. See Maoret, J. J. 
Aude, C. A. See Lacroix, M. B. 
Augeron, C. See Maoret, J. J. 
Aula, P. See Baumann, M. 
Aunis, D. See Simon, J. P. 
Aussel, C. See Peyron, J. F. 
Auton, K. A. 

——-; Anthony, C. 

The 'methylamine oxidase' system of 

an obligate methylotroph. 260: 75 
Avigliano, L. See D'Andrea, G.; Mor> 
purgo, L. 
Aviram, I. 
——-, Sharabani, M. 

Kinetics of cell-free activation of 
neutrophil NADPH oxidase. Effects 
of neomycin and guanine nucleo> 
tides. 261: 477 

Awbrey, B. J. See DenBesten, P. K. 
Ayad, S. 
—-; Marriott, A.; Morgan, K.; Grant, 


Bovine cartilage types VI and IX 
collagens. Characterization of their 
forms in vivo. 262: 753 

Ayala, J. See Orlowski, M. 
Azrolan, N. I. 
——+; Coleman; P. S: 

A discoordinate increase in the cellus 
lar amount of 3-hydroxy-3—methyl= 
glutaryl-CoA reductase results in 
the loss of rate-limiting control 
over cholesterogenesis in a tumor 
cell-free system. 258: 421 

Azzi, A. See Kossekova, G. 


Babia, T. 

——; Denis—Pouxviel, C.; Murat, J. C.; 
Gomez-Foix, A. M.; Trocheris, V.; 
Guinovart, J. J.; Bosch, F. 

Insulin controls key steps of carbohy= 
drate metabolism in cultured HT29 
colon cancer cells. 261: 175 

Bach, G. See Lieser, M. 

Badawy, A. A. B. 

——; Morgan, C. J.; Davis, N. R. 

Effects of acute ethano! administra= 
tion on rat liver 5—aminolevulinate 
synthase activity. 262: 491 

——; Morgan, C. J.; Lane, J.; Dhaliwal, 
K.; Bradley, D. M. 

Liver tryptophan pyrrolase. A major 
determinant of the lower brain 
5—hydroxytryptamine concentration 
in alcohol-preferring CS7BL mice. 
264: 597 

Bader, M. F. See Simon, J. P. 

Baggiolini, M. See Dewald, B. 





AUTHOR INDEX 


Bagley, C. J. 

——- May, B. L.; Szabo, L.; McNamara, 
P. J.; Ross, M.; Francis, G. L.; Bal= 
lard, F. J.; Wallace, J. C. 

A key functional role for the insulin-= 
like growth factor 1 N-terminal 
pentapeptide. 259: 665 

Baht, H. S. 

——,, Saggerson, E. D. 

Effect of noradrenaline on triacylgly= 
cerol synthesis in rat brown po 
cytes. 258: 369 

Bailey, C. J. 

Enzyme kinetics of cellulose hydroly= 
sis. 262: 1001 

Bailly, V. 

——- Derydt, M.; Verly, W. G. 

6-Elimination in the repair of AP 
(apurinic/apyrimidinic) sites in 
DNA. 261: 707 

——- Sente, B.; Verly, W. G. 

Bacteriophage-T4 and Micrococcus 
luteus UV endonucleases are not 
endonucleases but 6—elimination 
and sometimes $6-elimination cata> 
lysts. 259: 751 

——+; Verly, W. G. 

The multiple activities of Escherichia 
coli endonuclease IV and the ex= 
treme lability of 5'-terminal base-> 
free deoxyribose 5—phosphates. 

259: 761 
a Verly, W. G.; O'Connor, T.; Laval, 


Mechanism of DNA strand nicking 
at apurinic/apyrimidinic sites by 
Escherichia coli [formamidopyrimi= 
dine]DNA glycosylase. 262: 581 

Bailyes, E. M. See Rhodes, C. J. 
Bain, P. A. See Palmer, R. M. 
Baines, A. J. 

A role for repeated 18-amino-acid 
stretches in the sequence of synapsin 
I in tubulin binding?. 260: 311 

Baird, S. J. See Shepherd, S. R. P. 

Baisted, D. J. See Robinson, B. S. 

Baker, A. T. 

——-; Ramshaw, J. A. M.; Chan, D.; 
Cole, W. G.; Bateman, J. F. 

Changes in collagen stability and 
folding in lethal perinatal osteogen= 
esis imperfecta. The effect of al= 
(I)-chain glycine-to—arginine substi= 
tutions. 261: 253 

Bakken, A. M. 
——,; Farstad, M. 

Identical subcellular distribution of 
palmitoyl-CoA and arachidonoyl-= 
CoA synthetase activities in human 
blood platelets. 261: 71 

Bakkeren, H. See Kuipers, F. 

Balasubramanian, A. S. See Rama= 
moorthy, S. 

Baldwin, C. T. See Ala—Kokko, L. 

——-; Reginato, A. M.; Smith, C.; Jime= 
nez, S. A.; Prockop, D. J. 

Structure of cDNA clones coding for 
human type II procollagen. The 
al(II) chain is more similar to the 
al1(1) chain than two other a chains 
of fibrillar collagens. 262: 521 

Baldwin, J. E. 
—-; Coates, J. B.; Halpern, J. B.; Molo= 
ney, M. G.; Pratt, A. J. 

Photoaffinity labelling of isopenicillin 
N synthetase by laser—-flash photoly= 
sis. 261: 197 

Baldwin, S. A. See Alefounder, P. R. 

Balestre, M. N. See Guillon, G. 

Ballard, F. J. See Bagley, C. J.; Hops 
M. F.; Knowles, S. E.; Ross, 


Ballesta, J. J. See Gutierrez, L. M. 
Ballotti, R. See Baron, V. 


Banerjee, A. See Datta, T. K. 

Banfic, H. 

——-~; Gatalica, Z. 

Plasma from uninephrectomized rats 
stimulates phospholipid methylation 
and arachidonic acid release in 
renal cortical slices. 260: 365 

Baracos, V. E. See Tian, S. 

Baranyai, J. M. 

——-; Blum, J. J. 

Quantitative analysis of intermediary 
metabolism in rat hepatocytes incus 
bated in the presence and absence 
of ethanol with a substrate mixture 
including ketoleucine. 258: 121 

Barber, J. See Chapman, D. J. 

Barber, M. J. See Kay, C. J. 

Barbieri, L. 

——-; Bolognesi, A.; Cenini, P.; Falasca, 
A. I.; Minghetti, A.; Garofano, L.; 
Guicciardi, A.; Lappi, D.; Miller, S. 
P.; Stirpe, F. 

Ribosome-inactivating proteins from 
plant cells in culture. 257: 801 

Bardsley, W. G. See McGinlay, P. B. 

Bare, R. E. See George, G. N. 

Barefoot, D. S. See Appell, K. C. 

Barelli, H. See Checler, F. 

Barka, T. See Shaw, P. A. 

Barnes, K. See Bourne, A. 

——-; Ingram, J.; Kenny, A. J. 

Proteins of the kidney microvillar 
membrane. Structural and immuno= 
chemical properties of rat endopep= 
tidase—2 and its immunohistochemi= 
cal localization in tissues of rat and 
mouse. 264: 335 

Barnes, M. J. See Morton, L. F. 

Barnes, P. J. See Chilvers, E. R. 

Barnes, T. S. See Shaw, P. M. 

——-, Burke, M. D.; Melvin, W. T. 

Differences in adult and fetal human 
cytochrome P-450 forms recognized 
by monoclonal antibodies with 
specificity for the P4S0III family. 
260: 635 

Baron, V. 

——- Gautier, N.; Rochet, N.; Ballotti, 
R.; Rossi, B.; Saint-Pierre, S.; Van 
Obberghen, E.; Dolais—Kitabgi, J. 

Antibodies to insulin receptor tyro> 
sine kinase stimulate its activity 
towards exogenous substrates with= 
out inducing receptor autophospho> 
rylation. 260: 749 

Barrantes, F. J. See Bouzat, C. B. 

Barreno, P. G. See Diaz—Meco, M. T. 

Barrett, A. J. See Buttle, D. J. 

—- Knight, C. G.; Brown, M. A.; Ti= 
sljar, U. 

A continuous fluorimetric assay for 
clostridial collagenase and Pz—pepti= 
dase activity. 260: 259 

——- Tisljar, U. 

The activities of 'Pz—peptidase' and 
‘endopeptidase 24.15' are due to a 
single enzyme. 261: 1047 

Barrett, J. See Brophy, P. M. 

Barritt, G. J. See Crofts, J. N.; 

Hughes, B. P. 

Bars, R. G. 

—-; Mitchell, A. M.; Wolf, C. R.; El= 
combe, C. R. 

Induction of cytochrome P-450 in 
cultured rat hepatocytes. The het= 
erogeneous localization of specific 
isoenzymes using immunocytochem> 
istry. 262: 151 

Barth, A. See Broemme, D. 

Bartha, K. 

—; Mueller—Peddinghaus, R.; Van 
Rooijen, L. A. A. 

Bradykinin and thrombin effects on 
polyphosphoinositide hydrolysis 
and prostacyclin production in 
endothelial cells. 263: 149 


en: L. T. See Mason, R. 


Bartlett, K. See Watmough, N. J. 
Bartlett, S. M. See Duerden, J. M. 
Barton, D. W. See Fischer, T. H. 
Bartus, J. O. See Nambi, P. 
Barua, A. B. 

——+ Olson, J..A. 

Chemical synthesis of all-trans-> 
[11-3H]retinoyl 6-glucuronide and 
its metabolism in rats in vivo. 

263: 403 
Basu, J. See Kundu, M. 
Basu, P. S. See Datta, T. K. 
Basu, S. See Mandal, C. 
Bateman, J. F. See Baker, A. T. 
Battersby, A. R. See Miller, A. D. 
Batty, I. H. See Kennedy, E. D. 
—- Letcher, A. J.; Nahorski, S. R. 

Accumulation of inositol polyphosp=. 
hate isomers in agonist-stimulated 
cerebral-cortex slices. Comparison 
with metabolic profiles in cell-free 
preparations. 258: 23 

—; Nahorski, S. R. 

Rapid accumulation and sustained 
turnover of inositol phosphates in 
cerebral cortex slices after muscarin= 
ic-receptor stimulation. 260: 237 

Baudier, J. 
——-~ Cae KD. 

The calcium-binding sequence in 
bovine brain S100b protein B-sub= 
unit. A spectroscopic study. 

264: 79 
Baudon, M. A. See Issad, T. 
Baulieu, E. E. See Catelli, M. G. 
Baum, H. See O'Connell, M. J. 
Baumann, M. 
—; Peltonen, L.; Aula, P.; Kalkkinen, 
N. 

Isolation of a human hepatic 60 kDa 
aspartylglucosaminidase consisting 
of three non-identical polypeptides. 
262: 189 

Bause, E. See Schweden, J. 

Bautz, E. K. F. See Schenkel, J. 

Bauvy, C. See Maoret, J. J. 

Baydoun, E. A. H. See Waldron, K. 
WwW 


—; Waldron, K. W.; Brett, C. T. 

The interaction of xylosyltransferase 
and glucuronyltransferase involved 
in glucuronoxylan synthesis in pea 
(Pisum sativum) epicotyls. 

257: 853 

Bayer, E. A. See Gitlin, G. 

—; Ben-Hur, H.; Hiller, Y.; Wilchek, 
M. 

Postsecretory modifications of strep= 

tavidin. 259: 369 
Baylink, D. J. See Lau, K. H. W. 
Baynes, J. W. See Daugherty, A. 
Bazin, R. See Krief, S. 
Beaumelle, B. D. 
——-, Hopkins, C. R. 

High-yield isolation of functionally 
competent endosomes from mouse 
lymphocytes. 264: 137 

Becker, N. N. See Daugherty, A. 

Beckett, G. J. 

——; MacDougall, D. A.; Nicol, F.; Ar= 
thur, J. R. 

Inhibition of type I and type II iodo= 
thyronine deiodinase activity in rat 
liver, kidney and brain produced by 
selenium deficiency. 259: 887 

Bedoya, F. See Chiara, M. D. 
Bedwell, S. 
——-, Dean, R. T.; Jessup, W. 

The action of defined oxygen-cen> 
tered free radicals on human low-> 
density lipoprotein. 262: 707 

Beebee, T. J. C. See Skidmore, A. F. 





Beech, J. S. 
—; Williams, S. R.; Cohen, R. D.; Iles, 
R.A. 

Gluconeogenesis and the protection 
of hepatic intracellular pH during 
diabetic ketoacidosis in rats. 

263: 737 
Beeker, T. G. See Muallem, S. 
Beekman, R. E. 
—-; Van Hardeveld, C.; Simonides, W. 
S 


On the mechanism of the reduction 
by thyroid hormone of 6—adrenergic 
relaxation rate stimulation in rat 
heart. 259: 229 

Beer, S. F. See Sobey, W. J. 

Beggs, M. 

—; Shaw, J. M.; Randle, P. J. 
Longer-term regulation of branched—> 

chain—2-oxoacid dehydrogenase 
complex studied in rat hepatocytes 
in culture. 257: 271 

Behm, C. A. See Rule, C. J. 

Bell, M. V. 
; Tocher, D. R. 

Molecular species composition of the 
major phospholipids in brain and 
retina from rainbow trout (Salmo 
gairdneri). Occurrence of high 
levels of di-(n—3)polyunsaturated 
fatty acid species. 264: 909 

Bellstedt, D. U. See Strachan, A. F. 

Beltramini, M. 

——-, Giacometti, G. M.; Salvato, B.; 

Giacometti, G.; Muenger, K.; Lerch, 
K. 

Luminescence emission from Neuros= 
pora copper metallothionein. 
Time-resolved studies. 260: 189 

Bement, W. See Sinclair, P. 

Bement, W. J. See Jacobs, J. M. 

Bendori, R. See Price, G. J. 

Benelli-Zazzera, A. See Cajone, F. 

Benhamamouch, S. See Agnani, G. 

Ben-Hur, H. See Bayer, E. A. 

Bennett, C. F. See Aiyar, N. 

Bennick, A. See Roberton, A. M.; 

Robinson, R. 

Benson, A. M. 

——-; Hunkeler, M. J.; York, J. L. 
Mouse hepatic glutathione transferase 

isoenzymes and their differential 
induction by anticarcinogens. Spe= 
cificities of butylated hydroxyanisole 
and bisethylxanthogen as inducers 
of glutathione transferases in male 
and female CD-1 mice. 261: 1023 

Benton, H. P. 

—-; Jackson, T. R.; Hanley, M. R. 
Identification of a novel inflammatory 

stimulant of chondrocytes. Early 
events in cell activation by bradyki= 
nin receptors on pig articular chon> 
drocytes. 258: 861 

Benveniste, I. 

—; Lesot, A.; Hasenfratz, M. P.; 
Durst, F. 

Immunochemical characterization of 
NADPH-cytochrome P-450 reduc= 
tase from Jerusalem artichoke and 
other higher plants. 259: 847 

Benveniste, J. See Dulioust, A. 

Benyamin, Y. See Mejean, C. 

Berden, H. M. See Van den Heuvel, 

P.W..J. 

Berenbaum, M. C. See Bonnett, R. 

Beretz, A. 

——; Freyssinet, J. M.; Gauchy, J.; 
Schmitt, D. A.; Klein-Soyer, C.; 
Edge'l, C. J. S.; Cazenave, J. P. 

- Stability of the thrombin-thrombo> 
modulin complex.on the surface of 
endothelial cells from human saphe> 
nous vein or from the cell line EA.hy 
926. 259: 35 


Bereziat, G. See Colard, O.; Olivier, J. 
L 


Berg, I. See Guse, A. H. 

Berg, P. E. See Cao, S. X. 

Berg, T. See Blomhoff, R.; Eskild, W.; 
Magnusson, S.; Nenseter, M. S. 

Bergamini, C. M. See Signorini, M. 

Berge, R. K. See Alexson, S. E. H. 

Bergethon, P. R. 

—; Mogayzel, P. J. Jr.; Franzblau, C. 

Effect of the reducing environment 
on the accumulation of elastin and 
collagen in cultured smooth-muscle 
cells. 258: 279 

Bergey, E. J. See Bradway, S. D. 

Berggren, P.O. See Arkhammar, P. 

—-; Hallberg, A.; Welsh, N.; Arkham= 
mar, P.; Nilsson, T.; Welsh, M. 

Transfection of insulin—producing 
cells with a transforming c-Ha-ras 
oncogene stimulates phospholipase C 
activity. 259: 701 

Bergmann, C. See Angermann, A. 
Bergmann, G. See Radenberg, T. 
Bergstroem, N. H. J. See Thorneley, 
R. N. F. 
Bergstrom, A. R. See Schaeffer, J. M. 
Berks, B. C. 
—-; Marshall, C. J.; Carne, A.; Gallo= 
way, S. M.; Cutfield, J. F. 

Isolation and structural characteriza> 
tion of insulin and glucagon from 
the holocephalan species Callorhyn= 
chus milii (elephantfish). 263: 261 

Berridge, M. J. See Taylor, C. W. 
Berrios, M. See Wang, H. Y. 
Bertrand, G. 

——, Nenquin, M.; Henquin, J. C. 

Comparison of the inhibition of insu= 
lin release by activation of adenosine 
and a2-adrenergic receptors in rat 
B-cells. 259: 223 

Best, L. 
; Yates, A. P.; Meats, J. E.; Tomlins 
son, S. 

Effects of lactate on pancreatic islets. 
Lactate efflux as a possible determi> 
nant of islet-cell depolarization by 
glucose. 259: 507 

Betley, S. 
——; Alberti, K. G. M. M.; Agius, L. 

Regulation of fatty acid and carbohy> 
drate metabolism by insulin, growth 
hormone and triiodothyronine in 
hepatocyte cultures from normal 
and hypophysectomized rats. 

258: 547 
Bettaieb, A. See Kieffer, N. 
Betto, R. See Salviati, G. 
Bettuzzi, S. 
a Hiipakka, R. A.; Gilna, P.; Liao, 


Identification of an androgen-re> 
pressed mRNA in rat ventral pros= 
tate as coding for sulfated glycopro> 
tein 2 by cDNA cloning and ses 
quence analysis. 257: 293 

Bevington, A. See Kemp, G. J. 

Bezard, J. See Clouet, P. 

Bhat, G. B. 

——,; Iwase, K.; Hummel, B. C. W.; 
Walfish, P. G. 

Kinetic characteristics of a thioredox> 
in—activated rat hepatic and renal 
low—Km iodothyronine 5'-deiodi= 
nase. 258: 785 

Bhat, K. M. See Wood, T. M. 
Bianco, I. D. 
——-; Fidelio, G. D.; Maggio, B. 

Modulation of phospholipase A2 
activity by neutral and anionic 
glycosphingolipids in monolayers. 

58: 95 


Biasi, F. Sce Poli, G. 


AUTHOR INDEX 


Biasia, E. See Salviati, G. 
Bibi, E. 

Purification of TEM-1 6-lactamase 
by immunoaffinity chromatography 
263: 309 

Bichler, V. See Brandsch, R. 
Bielarczyk, H. 
——- Szutowicz, A. 

Evidence for the regulatory function 
of synaptoplasmic acetyl-CoA in 
acetylcholine synthesis in nerve 
endings. 262: 377 

Bieth, J. G. See Bruch, M. 

Bietlot, H. 

——-; Carey, P. R.; Choma, C.; Kaplan, 
H.; Lessard, T.; Pozsgay, M. 

Facile preparation and characteriza> 
tion of the toxin from Bacillus thur= 
ingiensis var. kurstaki. 260: 87 

Biffen, M. See Savage, A. L. 
Bird, S. J. See Iveson, G. P. 
Birdsall, B. See Bowden, K. 
Bismut, H. 

—-; Plas, C. 

Pathways of glycogen synthesis from 
glucose during the glycogenic re= 
sponse to insulin in cultured fetal 
hepatocytes. 263: 889 

Bissonnette, M. 
——-; Kuhn, D.; De Lanerolle, P. 

Purification and characterization of 
myosin light-chain kinase from the 
rat pancreas. 258: 739 

Bitensky, M. W. See Whalen, M. M. 
Bitonti, A. J. 
—-; Bush, T. L.; McCann, P. P. 

Regulation of polyamine biosynthesis 
in rat hepatoma (HTC) cells by a 
bisbenzyl polyamine analog. 

257: 769 
Bixler, G. S. Jr. See Atassi, M. Z. 
Bjoerk, I. 
——-,; Ylinenjaervi, K. 

Interaction of chicken cystatin with 

inactivated papains. 260: 61 
Bjornsson, T. D. See Korner, G. 
Black, M. T. See White, S. A. 
—; Gunn, F. J.; Chapman, S. K.; 

Reid, G. A. 

Structural basis for the kinetic differ= 
ences between flavocytochromes b2 
from the yeasts Hansenula anomala 
and Saccharomyces cerevisiae. 

263: 973 
—-; White, S. A.; Reid, G. A.; Chap= 

man, S. K. 

High-level expression of fully active 
yeast flavocytochrome bz in Escher> 
ichia coli. 258: 255 

Black, P. See Lopes, M. N. 
Blackburn, G. M. See Guranowski, A. 
——-; Kang, A. S.; Kingsbury, G. A.; 

Burton, D. R. 

Catalytic antibodies. 262: 381 

Blackledge, M. J. See Challiss, R. A. 
J 


Bladon, C. M. See Ogier, S. A. 
Blajchman, M. A. See Ofosu, F. A. 
Blake, D. R. See Winyard, P. G. 
Blakeley, D. M. 
——-,; Corps, A. N.; Brown, K. D. 
Bombesin and platelet-derived growth 
factor stimulate formation of inosi> 
tol phosphates and calcium mobili= 
zation in Swiss 3T3 cells by differ= 
ent mechanisms. 258: 177 
Blalock, J. E. 
——- Elton, T. S.; Oparil, S. 
‘Complementary peptides': a re= 
sponse. 261: 311 
Blanckaert, N. See Vanstapel, F. 
Blay, J. 
——- Valentine-Braun, K. A.; Northup, 
J. K.; Hollenberg, M. D. 
Epidermal—growth-factor-stimulated 





AUTHOR INDEX 


phosphorylation of calpactin II in 
membrane vesicles shed from cul= 
tured A-431 cells. 259: 577 
Blomhoff, R. See Eskild, W.; Nenset= 
er, M. S.; Wathne, K. O. 
— Nenseter, M. S.; Green, M. H.; 
Berg, T. 

A multicompartmental model of 
fluid-phase endocytosis in rabbit 
liver parenchymal cells. 262: 605 

Blum, J. J. See Baranyai, J. M. 
Blum, M. See Robinson, R. 
Boam, D. S. W. 

——- Docherty, K. 

A tissue-specific nuclear factor binds 
to multiple sites in the human insu> 
lin-gene enhancer. 264: 233 

Bocchini, V. See Masullo, M. 

Bockaert, J. See Rouot, B. 

Boelens, R. See Mayo, K. H. 

Bollen, M. See Toth, B. 

Bolli, R. See Kossekova, G. 

Bolognesi, A. See Barbieri, L. 

Bolton, E. See Solari, R. 

Bomford, J. See Ng, L. L. 

Bonilla, E. See Salviati, G. 

Bonkovsky, H. See Sinclair, P. 

Bonner, W. D. Jr. See Joseph, S. K. 

Bonnett, R. 

——- White, R. D.; Winfield, U. J.; 
Berenbaum, M. C. 

Hydroporphyrins of the meso-tetra> 
(hydroxyphenyl)porphyrin series as 
tumor photosensitizers. 261: 277 

Bonser, R. W. 
——; Thompson, N. T.; Randall, R. W.; 
Garland, L. G. 

Phospholipase D activation is func> 
tionally linked to superoxide genera> 
tion in the human neutrophil. 
264: 617 

Borkman, R. F. See Hott, J. L. 
Bosca, L. See Martin—Sanz, P. 
Bosch, F. See Arino, J.; Babia, T.; 


” 


Gomez-Foix, A. M.; Villar—Palasi, 
e 


Boschert, W. See Melde, K. 

Bosse, R. See Guillemette, G. 

Bottiglieri, T. See Lumb, M. 

Boughton-Smith, N. K. See McCall, 
T.B 


Bouillaud, F. See Casteilla, L. 
Boulay, G. See Guillemette, G. 
Bourdeau, N. See Enouf, J. 
Bourguignon, J. 

——; Sesboue, R.; Diarra—Mehrpour, 
M.; Daveau, M.; Martin, J. P. 
Human inter—a-trypsin inhibitor. 

Synthesis and maturation in hepato> 
ma HepG? cells. 261: 305 

Bourne, A. 

——- Barnes, K.; Taylor, B. A.; Turner, 
A. J.; Kenny, A. J. 

Membrane peptidases in the pig 
choroid plexus and on other cell 
surfaces in contact with the cere> 
brospinal fluid. 259: 69 

Bouzat, C. B. 
~ --; Barrantes, F. J.; Alperin, D. M. 

Muscarinic cholinergic receptor of 
rat cerebral cortex. Location and 
characterization of ligand binding 
site-carrying peptides in synaptoso> 
mal membranes and isolated neu= 
ronal perikarya. 263: 921 

Bovenkerk, C. F. See Kirkness, E. F. 

Boveris, A. See Adamo, A. M. 

Bowden, K. 

——- Hall, A. D.; Birdsall, B.; Feeney, 
J.; Roberts, G. C. K. 

Interactions between inhibitors of 
dihydrofolate reductase. 258: 335 

Boxer, D. H. See George, G. N. 
Boyce, S. J. See McCusker, F. M. G. 


Bozou, J. C. 
——- Rochet, N.; Magnaldo, I.; Vincent, 
J. P.; Kitabgi, P. 

Neurotensin stimulates inositol tris= 
phosphate—mediated calcium mobili= 
zation but not protein kinase C 
activation in HT29 cells. Involve= 
ment of a G-protein. 264: 871 

Bradbury, E. M. See Reed, J. 

Bradley, D. M. See Badawy, A. A. B. 
Bradway, S. D. 

“ee E. J.; Jones, P. C.; Levine, 


Oral mucosal pellicle. Adsorption 
and transpeptidation of salivary 
components to buccal epithelial 
cells. 261: 887 

— L. J. See Brady, P. S.; Wang, 


Brady, P. S. See Wang, L. 
—- Brady, L. J. 

Regulation of carnitine palmitoyl= 
transferase in vivo by glucagon and 
insulin. 258: 677 

——-; Marine, K. A.; Brady, L. J.; Ram= 
say, R. P. 

Coordinate induction of hepatic mito= 
chondrial and peroxisomal carnitine 
acyltransferase synthesis by diet 
and drugs. 260: 93 

Brailsford, S. See Winyard, P. G. 

Braiterman, L. T. See Solari, R. 

Brand, M. D. See Johnston, J. D.; 
Quant, P. A. 

Brandsch, R. 

——- Bichler, V.; Krauss, B. 

Binding of FAD to 6-hydroxy—D-nic= 
otine oxidase apoenzyme prevents 
degradation of the holoenzyme. 
258: 187 

Brandt, J. See Enyedi, A. 

Brasitus, T. A. See Halline, A. G.; 
Stenson, W. F. 

Braun, I. D. See Stevenson, B. R. 

Bravo, M. See Gemoets, J. P. 

Bray, B. 

——-; Lane, D. A.; Freyssinet, J. M.; 
Pejler, G.; Lindahl, U. 

Antithrombin activities of heparin. 
Effect of saccharide chain length on 
thrombin inhibition by heparin 
cofactor II and by antithrombin. 
262: 225 

Bray, R. C. See Deistung, J.; George, 
G. N.; Turner, N. A. 

Brazeau, G. A. 

—— Fung, H. L. 

Interferences with assay of creatine 
kinase activity in vitro. Comments. 
257: 619 

Breakefield, X. O. See Powell, J. F. 
Bredoux, R. See Enouf, J. 
Brenchley, P. E. C. See Sewell, R. F. 
Brenner, R. R. See Castuma, C. E. 
Breton, M. See Colard, O. 
Breton-Gorius, J. See Kieffer, N. 
Brett, C. T. See Baydoun, E. A. H.; 
Waldron, K. W. 
Brickell, P. M. See Taylor, M. E. 
Briedis, A. V. See Young, P. R. 
Brigotti, M. See Rambelli, F.; Zambo> 


ni, M. 
——-,; Rambelli, F.; Zamboni, M.; Mon 
tanaro, L.; Sperti, S. 

Effect of a—-sarcin and ribosome-inac> 
tivating proteins on the interaction 
of elongation factors with ribo> 
somes. 257: 723 

Brindley, D. N. See Brown, N. F.; 
Gomez—Munoz, A.; Salter, A. M. 

Britigan, B. E. 

—-; Hassett, D. J.; Rosen, G. M.; Ha> 
mill, D. R.; Cohen, M. S. 

Neutrophil degranulation inhibits 
potential hydroxyl-radical forma 


tion. Relative impact of myeloper= 
oxidase and lactoferrin release on 
hydroxyl-radical production by 
iron—supplemented neutrophils 
assessed by spin-trapping tech> 
niques. 264: 447 

Brittain, T. 

——; Simpson, R. 

An analysis of the stopped-flow ki= 
netics of gaseous ligand uptake and 
release by adult mouse erythrocytes 
260: 171 

Stopped-flow kinetics of oxygen 
uptake and release by embryonic 
red blood cells. 261: 1009 

Broberg, S. See Sahlin, K. 

Brocklehurst, K. See Kowlessur, D. 

—-; O'Driscoll, M.; Kowlessur, D.; 
Phillips, I. R.; Templeton, W.; 
Thomas, E. W.; Topham, C. M.; 
Wharton, C. W. 

The interplay of electrostatic and 
binding interactions determining 
active center chemistry and catalytic 
activity in actinidin and papain. 
Comments. 257: 309 

Brodal, B. See Osmundsen, H. 

Brodniewicz—Proba, T. See Leyte, A. 

Brodsky, F. M. See Parham, P. 

Broemme, D. See Kirschke, H. 

——-; Schierhorn, A.; Kirschke, H.; 
Wiederanders, B.; Barth, A.; Fitt= 
kau, S.; Demuth, H. U. 

Potent and selective inactivation of 
cysteine proteinases with N-pepti= 
dyl-O-acyl hydroxylamines. 

263: 861 

——-; Steinert, A.; Friebe, S.; Fittkau, 
S.; Wiederanders, B.; Kirschke, H. 

The specificity of bovine spleen ca> 
thepsin S. A comparison with rat 
liver cathepsins L and B. 264: 475 

Brooks, D. A. See Clements, P. R. 

Broom, M. F. 

——-; Sherriff, R. M.; Tate, W. P.; Coll= 
ings, J.; Chadwick, V. S. 

Partial purification and characteriza= 
tion of a formylmethionine deformy= 
lase from rat small intestine. 

257: 51 

Brophy, P. J. See Gillespie, C. S. 

Brophy, P. M. 

——-; Southan, C.; Barrett, J. 

Glutathione transferases in the tapes 
worm Moniezia expansa. 262: 939 

Brouwer, M. C. See Hoekzema, R. 

Brown, B. L. See Quilliam, L. A. 

Brown, D. S. See Palmer, R. M. 

Brown, K. D. See Blakeley, D. M. 

—-; Littlewood, C. J. 

Endothelin stimulates DNA synthesis 
in Swiss 3T3 cells. Synergy with 
polypeptide growth factors. 

263: 977 

Brown, K. R. See Hunter, D. J. B. 

Brown, M. A. See Barrett, A. J. 

Brown, M. J. See Nunez, D. J. 

Brown, N. F. 

——-; Salter, A. M.; Fears, R.; Brindley, 
D.N 


Glucagon, cyclic AMP and adrenaline 
stimulate the degradation of low-> 
density lipoprotein by cultured rat 
hepatocytes. 262: 425 

Brown, S. B. See Hitchcock, C. A. 
— Holroyd, J. A.; Vernon, D. I.; 
Shim, Y. K.; Smith, K. M. 

The biosynthesis of the chromophore 
of phycocyanin. Pathway of reduc= 
tion of biliverdin to phycocyanobi= 
lin. 261: 259 

Bru, R. 
—-; Sanchez-Ferrer, A.; Garcia—Car= 
mona, F. 
A theoretical study on the expression 





of enzymic activity in reverse mi> 
celles. 259: 355 

Bruce, N. C. 

—, Cain, R. B.; Pieper, D. H.; Enges= 
ser, K. H. 

Purification and characterization of 
4-methylmuconolactone methyl-> 
isomerase, a novel enzyme of the 
modified 3—oxoadipate pathway in 
nocardioform actinomycetes. 

262: 303 
Bruch, M. 
——, Bieth, J. G. 

Kinetic evidence for a two-step 
mechanism for the binding of chy> 
motrysin to a:—proteinase inhibitor. 
259: 929 

Brunette, M. G. See Ramachandran, 
cc 


Brunmark, A. See Buffinton, G. D. 

Brunori, M. See Ascenzi, P.; Sarti, P. 

——-; Santucci, R.; Campanella, L.; 
Tranchida, G. 

Membrane-entrapped microperoxi> 
dase as a 'solid—-state' promoter in 
the electrochemistry of soluble 
metalloproteins. 264: 301 

Brussee, J. See Adang, A. E. P. 
Buchanan, M. R. See Ofosu, F. A. 
Buchmueller-Rouiller, Y. 

— Ransijn, A.; Mauel, J. 

Lead inhibits oxidative metabolism 
of macrophages exposed to macro> 
phage-activating factor. 260: 325 

Buck, D. 
——-; Guest, J. R. 

Overexpression and site-directed 
mutagenesis of the succinyl-CoA 
synthetase of Escherichia coli and 
nucleotide sequence of a gene (g30) 
that is adjacent to the suc operon. 
260: 737 

Buck, M. See Kent, H. M. 

Budai, K. See Javitt, N. B. 

Budgen, N. See Smith, L. D. 

Budohoski, L. See Dubaniewicz, A. 

Buettner, H. See Melde, K. 

Buffinton, G. D. 

—-; Oellinger, K.; Brunmark, A.; Cade= 
nas, E. 

DT-diaphorase-—catalyzed reduction 
of 1,4-naphthoquinone derivatives 
and glutathionyl—quinone conju= 
gates. Effect of substituents on 
autoxidation rates. 257: 561 

Buick, R. N. See Church, J. G. 

Buitenhuis, L. See Jans, A. W. H. 

Bukin, Yu. V. See Kramer, D. L. 

Bulleid, N. J. See Goldsbrough, A. P. 

Buller, H. A. See Sasak, W. V. 

—-; Rings, E. H. H. M.; Montgomery, 
R. K.; Sasak, W. V.; Grand, R. J. 

Further studies of glycosylation and 
intracellular transport of lactase-> 
phlorizin hydrolase in rat small 
intestine. 263: 249 

Bungard, S. J. See Smith, L. D. 

Burchell, B. See Shepherd, S. R. P. 

Burde, R. See Seifert, R. 

Burgaya, F. 

—; Peinado, J.; Vilaro, S.; Llobera, 
M.; Ramirez, I. 

Lipoprotein lipase activity in neona> 

tal—rat liver cell types. 259: 159 
Burke, M. D. See Barnes, T. S. 
Burnol, A. F. 

—-; Ebner, S.; Ferre, P.; Girard, J. 

Insulin action in the lactating mam> 
mary gland: Reply to comments. 
257: 934 

Burton, D. R. See Blackburn, G. M. 
Busby, S. See Gaston, K. 

Buscail, L. See Robberecht, P. 
Busconi, L. See Folco, E. J. E. 


Bush, T. L. See Bitonti, A. J. 

Busse, R. See Ogilvie, A. 

Buttle, D. J. 

——-;  Kembhavi, A. A.; Sharp, S. L.; 
Shute, R. E.; Rich, D. H.; Barrett, 
A. J. 

Affinity purification of the novel 
cysteine proteinase papaya protei> 
nase IV, and papain from papaya 
latex. 261: 469 

Byers, D. M. 
—-; Rastogi, S. R.; Cook, H. W.; Palm= 
er, F. B.S. C.; Spence, M. W. 

Defective activity of acyl-CoA:choles= 
terol O—acyltransferase in Niem>= 
ann-Pick type C and type D fibrob= 
lasts. 262: 713 

Byers, T. L. 
—; Wechter, R.; Nuttall, M. E.; Pegg, 
A.E 


Expression of a human gene for poly= 
amine transport in Chinese hamster 
ovary cells. 263: 745 

Byford, V. See Makin, G. 

Bygrave, F. L. See Rule, C. J. 

Byrd, J. C. 

——, Lamport, D. T. A.; Siddiqui, B.; 
Kuan, S. F.; Erickson, R.; Itzkowitz, 
S. H.; Kim, Y. S. 

Deglycosylation of mucin from 
LS174T colon cancer cells by hydro> 
gen fluoride treatment. 261: 617 


Cabezas, J. A. 

Some comments on the type refers 
ences of the official nomenclature 
(IUB) for B-N-acetylglucosamini= 
dase, B—-N-acetylhexosaminidase 
and 6—N-acetylgalactosaminidase. 
261: 1059 

Cacciapuoti, G. See Porcelli, M. 

Cachera, C. See Agnani, G. 

Cadenas, E. See Buffinton, G. D. 

Cagen, L. M. See Salam, W. H. 

Cain, R. B. See Bruce, N. C. 

Cajone, F. 

——-; Salina, M.; Benelli—Zazzera, A. 

4—Hydroxynonenal induces a DNA-> 
binding protein similar to the heat-> 
shock factor. 262: 977 

Caldarera, C. M. See Flamigni, F. 

Callanan, H. M. See Piazza, G. A. 

Callens, M. See Vangrysperre, W. 

Calvete, J. J. 

—-,; Alvarez, M. V.; Rivas, G.; Hew, C. 
L.; Henschen, A.; Gonzalez—Rodri= 
guez, J. 

Interchain and intrachain disulfide 
bonds in human platelet glycopro> 
tein IIb. Localization of the epit 
topes for several monoclonal antibo> 
dies. 261: 551 

—; Henschen, A.; Gonzalez—Rodri= 
guez, J. 

Complete localization of the intra> 
chain disulfide bonds and the N-= 
glycosylation points in the a-sub> 
unit of human platelet glycoprotein 
IIb. 261: 561 

Camadro, J. M. See Matringe, M. 

Cameron, D. See Shaw, P. M. 

Cammack, R. See Armstrong, F. A. 

Campadelli-Fiume, G. See Serafini-= 
Cessi, F. 

Campanella, L. See Brunori, M. 

Campbell, D. G. See Nimmo, H. G. 

Campbell, G. P. See Palmer, R. M. 

Campbell, J. I. A. 

—-; Scahill, S.; Gibson, T.; Ambler, R. 
P 


The phototrophic bacterium Rhodop= 
seudomonas capsulata sp108 en> 
codes an indigenous class A 6-lacta> 
mase. 260: 803 


AUTHOR INDEX 


Campbell, K. P. See Fischer, T. H. 
Campbell, M. A. 
——-, Handley, C. J.; D'Souza, S. E. 
Turnover of proteoglycans in articus 
lar-cartilage cultures. Characteriza> 
tion of proteoglycans released into 
the medium. 259: 21 
Campion, B. See Leger, D. 
Canfield, A. E. 
—-; Schor, A. M.; Loskutoff, D. J.; 
Schor, S. L.; Grant, M. E. 
Plasminogen activator inhibitor—type I 
is a major biosynthetic product of 
retinal microvascular endothelial 
cells and pericytes in culture. 
259: 529 
—_ J. J. B. See Salvarrey, M. 


Cannon, B. See Obregon, M. J. 
Cantrell, D. A. See Alexander, D. R. 
Cantz, M. See Lieser, M. 
Cao, S. X. 
; Mishoe, H.; Elion, J.; Berg, P. E.; 
Schechter, A. N. 

Activation of the human e— and 6-= 
globin promoters by SV40 T anti> 
gen. 258: 769 

Caputo, C. B. See Scott, C. W. 
Cardenas, M. L. 
—-,; Cornish—Bowden, A. 

Characteristics necessary for an inter> 
convertible enzyme cascade to gen> 
erate a highly sensitive response to 
an effector. 257: 339 

Carey, P. R. See Bietlot, H. 
Caride, A. J. 
——- Enyedi, A.; Penniston, J. T. 

Inhibition of the purified human 
red-cell calcium pump by a mono> 
clonal antibody. 264: 87 

Carlander, B. See Wathne, K. O. 
Carles, C. See Pratt, K. J. 
Carlson, T. L. 

——- Kottke, B. A. 

Effect of 25—hydroxycholesterol and 
bile acids on the regulation of cho> 
lesterol metabolism in Hep G2 
cells. 264: 241 

Carlstedt, I. See Lindblom, A.; Thorn= 
ton, D. J. 

Carne, A. See Berks, B. C. 

Carne, A. F. See Murphy, G. 

Carne, T. J. See Pratt, K. J. 

Carper, S. W. See Harari, P. M. 

Carrascosa, J. M. See Martinez, C. 

Carrell, R. W. See Pemberton, P. A.; 
Stein, P. E. 

Carrette, J. See Rouot, B. 

Carrington, C. A. See Sobey, W. J. 

Carroll, J. 

— ; Li, J.; Ellar, D. J. 

Proteolytic processing of a coleopter= 
an-specific 6—-endotoxin produced 
by Bacillus thuringiensis var. tene> 
brionis. 261: 99 

Carter, T. D. 
——-; Hallam, T. J.; Pearson, J. D. 

Protein kinase C activation alters the 
sensitivity of agonist-stimulated 
endothelial—cell prostacyclin produc> 
tion to intracellular calcium. 

262: 431 
Cartwright, S. J. 
—-; Tan, A. K.; Fink, A. L. 

Trapping the acyl-enzyme intermedi> 
ate in B-lactamase I catalysis. 

263: 905 
Carty, D. J. See Jones, G. D. 
Carver, M. A. See Reeve, C. D. 
Cascales, M. See Martin-Sanz, P. 
Casciola, L. A. F. 
——-; Grant, K. I.; Gevers, W.; Coetzee, 
G. A.; Van der Westhuyzen, D. R. 

Low-density-—lipoprotein receptors in 
human fibroblasts are not degraded 
in lysosomes. 262: 681 





AUTHOR INDEX 


Casey, R. See Ealing, P. M. 
Castagnola, M. See Doyle, M. L. 
Casteels, M. See Schepers, L. 

Casteels, R. See Eggermont, J. A.; 
Missiaen, L.; Verboomen, H.; Wuy= 
tack, F. 

Casteilla, L. See Giralt, M. 

——,; Champigny, O.; Bouillaud, F.; 
Robelin, J.; Ricquier, D. 

ba changes in the expression 
of mitochondrial protein mRNA 
during the development of brown 
adipose tissue in bovine and ovine 
species. Sudden occurrence of un= 
coupling protein mRNA during 
embryogenesis and its disappearance 
after birth. 257: 665 

Castelfranco, P. A. See Walker, C. J. 

Castro, J. See Guzman, M. 

Castuma, C. E. 

—, Brenner, K. R. 

The influence of fatty acid unsatura> 
tion and physical properties of 
microsomal membrane phospholi= 
pids on UDP-glucuronyltransferase 
activity. 258: 723 

Catelli, M. G. 

—; Ramachandran, C.; Gauthier, Y.; 
Legagneux, V.; Quelard, C.; Baulieu, 
E. E.; Shyamala, G. 

Developmental regulation of murine 
mammary-gland 90 kDa heat-shock 
proteins. 258: 895 

Caterson, I. D. See Cooney, G. J. 

Cattaneo, M. G. 

—; Vicentini, L. M. 

Differential mechanisms of inositol 
phosphate generation at the recep> 
tors for bombesin and platelet-de= 
rived growth factor. 262: 665 

Cauzac, M. See Vasseur, M. 

Cava, F. See Monte, M. J. 

Cavadore, J. C. See Rothhut, B. 

Cavalli, R. C. See Mayo, K. H. 

Cawley, K. C. 

——-; Akita, C. G.; Walsh, D. A. 

Expression of a cDNA for the catalyt= 
ic subunit of skeletal-muscle phos= 
phorylase kinase in transfected 3T3 
cells. 263: 223 

Cawston, T. E. See Clark, I. M. 

Cayla, X. See Jessus, C. 

Cazenave, J. P. See Beretz, A.; Freys= 
sinet, J. M. 

Cazzulo, J. J. See Salvarrey, M. S. 

Cederlund, E. See Aalin, P. 

Cenci di Bello, I. 

——-; Fleet, G.; Namgoong, S. K.; Tada= 
no, K.; Winchester, B. 

Structure-activity relationship of 
swainsonine. Inhibition of human 
a-mannosidases by swainsonine 
analogs. 259: 855 

Cenini, P. See Barbieri, L. 

Ceoldo, S. See Salviati, G. 

Cervera, J. See Vargas, J. L. 

Cesareni, G. See Levi, S. 

Chabre, M. 

Aluminofluoride action on G-proteins 
of the adenylate cyclase system is 
not different from that on transdu= 
cin. Comments. 258: 931 

Chachaty, C. See Olivier, J. L. 

Chaconas, G. 

—,; McCubbin, W. D.; Kay, C. M. 

Secondary structural features of the 
bacteriophage Mu-encoded A and B 
transposition proteins. 263: 19 

Chadio, S. E. See Antoni, F. A. 

Chadwick, V. S. See Broom, M. F. 

Chakrabarti, P. See Kundu, M. 

Challa, A. See Kemp, G. J. 

Challiss, R. A. J. 

——-; Blackledge, M. J.; Shoubridge, E. 
A.; Radda, G. K. 


A = phosphorus—31 NMR study 
of bioenergetic recovery in rat skele= 
tal muscle after tetanic contraction. 
259: 589 

Chalmers, R. M. 
——-,; Fewson, C. A. 

Purification and characterization of 
benzaldehyde dehydrogenase I from 
Acinetobacter calcoaceticus. 

263: 913 
Cham, B. E. 
—; Roeser, H. P.; Nikles, A. C. 

Cytosolic ferritin and lipid—associated 
ferritin are metabolically different 
in guinea pig livers. 263: 989 

Chambers, T. J. See Hayman, A. R. 
Champigny, O. See Casteilla, L. 
Champion, B. See Solari, R. 

Chan, A. C. 

Normal plasma vitamin E concentra= 

tion. Comments. 260: 623 

Chan, D. See Baker, A. T. 

Chanarin, I. See Lumb, M. 

Chang, C. L. See Salhanick, A. I. 

~ Chang, C. S. See Liu, C. S. 

Chang, L. S. See Yang, C. C. 

Chao, W. 

——-; Siafaka—Kapadai, A.; Hanahan, D. 
J.; Olson, M. S. 

Metabolism of platelet—activating 
factor (PAF; 1—O-alkyl-2-acetyl-= 
sn-glycero—3—phosphocholine) and 
lyso—-PAF (1—O-alkyl-2-lyso—sn-= 
glycero—3—phosphocholine) by cul= 
tured rat Kupffer cells. 261: 77 

——- Siafaka—Kapadai, A.; Olson, M. 
S.; Hanahan, D. J. 

Biosynthesis of platelet—activating 
factor by cultured rat Kupffer cells 
stimulated with calcium ionophore 
A23187. 257: 823 

Chaplin, A. See Solari, R. 
Chapman, D. J. 
—; De Felice, J.; Davis, K.; Barber, J. 

Effect of alkaline pH on photosyn= 
thetic water oxidation and the asso> 
ciation of extrinsic proteins with 
photosystem II. 258: 357 

— H. A. Jr. See Reilly, J. J. 


r. 

Chapman, S. K. See Black, M. T.; 
White, S. A. 

Chappell, J. B. See Henderson, L. M. 

Charters, Y. 

——-,; Grimble, R. F. 

Effect of recombinant human tumor 
necrosis factor a on protein synthe= 
sis in liver, skeletal muscle and skin 
of rats. 258: 493 

Charuk, J. H. M. 
——; Howlett, S.; Michalak, M. 

Subfractionation of cardiac sarcolem= 
ma with wheat-germ agglutinin. 
264: 885 

Chatonnet, A. 
——- Lockridge, O. 

Comparison of butyrylcholinesterase 

and acetylcholinesterase. 260: 625 
Checler, F. 
——-; Barelli, H.; Vincent, J. P. 

Tissue distribution of a novel neuro= 
tensin—degrading metallopeptidase. 
An immunological approach using 
monospecific polyclonal antibodies. 
257: 549 

Cheeseman, K. H. See Poli, G. 

Cheesman, M. R. 

—-; Ankel-Fuchs, D.; Thauer, R. K.; 
Thompson, A. J. 

The magnetic properties of the nickel 
cofactor F430 in the enzyme meth= 
yl-coenzyme M reductase of Metha= 
nobacterium thermoautotrophicum. 
260: 613 


. See Reilly, J. J. Jr. 

. See Powell, J. F. 

- H. See Chu, S. T. 

S. See Zohair, A. 

, C. W. See Cohen, N. S. 

F. See Colard, O. 
Chiara, M. D. 
——-; Bedoya, F.; Sobrino, F. 

Cyclosporin A inhibits phorbol ester-> 
induced activation of superoxide 
production in resident mouse perito> 
neal macrophages. 264: 21 

Chiarpotto, E. See Poli, G. 

Childs, R. A. See Loveless, R. W. 

——-; Drickamer, K.; Kawasaki, T.; 
Thiel, S.; Mizuochi, T.; Feizi, T. 

Neoglycolipids as probes of oligosac> 
charide recognition by recombinant 
and natural mannose-binding pro> 
teins of the rat and man. 262: 131 

Chilton, F. H. 

Potential phospholipid source(s) of 
arachidonate used for the synthesis 
of leukotrienes by the human neu= 
trophil. 258: 327 

Chilvers, E. R. See Kennedy, E. D. 
——-; Barnes, P. J.; Nahorski, S. R. 

Characterization of agonist-stimulated 
incorporation of myo—[3H]inositol 
into inositol phospholipids and 
[2H]inositol phosphate formation in 
tracheal smooth muscle. 262: 739 

Chin, T. K. 
——-; Harding, S. E.; Eagles, P. A. M. 

Characterization of two proteolytically 
derived soluble polypeptides from 
the neurofilament triplet compo> 
nents NFM and NFH. 264: 53 

Choma, C. See Bietlot, H. 

Choo, L. Y. See Riendeau, D. 
Chow, E. P. See Pepinsky, R. B. 
Christophe, J. See Robberecht, P. 
Chu, A. See Zorzato, F. 


The intrinsic tryptophan fluorescence 
of 6:—bungarotoxin and the calci= 
um-binding domains of the toxin 
as probed with terbium(3+) lus 
minescence. 262: 773 

Chung, C. See Yueh, A. Y. 
Church, J. G. 
—; Mills, G. B.; Buick, R. N. 

Activation of the sodium/hydrogen 
ion antiport is not required for 
epidermal growth factor—dependent 
gene expression, growth inhibition 
or proliferation in human breast 
cancer cells. 257: 151 

Cianci, J. F. See Kwong, T. C. 
Ciaraldi, T. P. 
—; Maisel, A. 

Role of guanine nucleotide regulatory 
proteins in insulin stimulation of 
glucose transport in the rat adipo= 
cytes. Influence of bacterial toxins. 
264: 389 

Cimino, G. See Porcelli, M. 

Cimis, G. M. See Molowa, D. T. 

Ciriolo, M. See Sibille, J. C. 

Citerne, M. See Vu Hai Mai Thu 

Claeyssens, M. See Gopalan, V. 

—-; Van Tilbeurgh, H.; Tomme, P.; 
Wood, T. M.; McRae, S. I. 

Fungal cellulase systems. Comparison 
of the specificities of the cellobiohy= 
drolases isolated from Penicillium 
pinophilum and Trichoderma reesei 
261: 819 

Clandinin, M. T. See Garg, M. L. 
Clark, I. M. 
——-; Cawston, T. E. 

Fragments of human fibroblast col= 
lagenase. Purification and charac> 
terization. 263: 201 





Clark, P. M.S. See Sobey, W. J. 
Clark, S. See Hsuan, J. J. 
Clarke, B. L. 

—-; Weigel, P. H. 

Differential effects of leupeptin, 
monensin and colchicine on ligand 
degradation mediated by the two 
asialoglycoprotein receptor pathways 
in isolated rat hepatocytes. 

262: 277 
Claro, E. 
——-,; Garcia, A.; Picatoste, F. 

Carbachol and histamine stimulation 
of guanine nucleotide—-dependent 
phosphoinositide hydrolysis in rat 
brain cortical membranes. 261: 29 

Clausen, T. See Everts, M. E. 

Clavey, V. See Agnani, G. 

Claycomb, W. C. See Springhorn, J. 
P 


Clements, J. A. See Fuller, P. J. 

Clements, P. R. 

—-; Brooks, D. A.; McCourt, P. A. G.; 
Hopwood, J. J. 

Immunopurification and characteriza> 
tion of human a—L-iduronidase 
with the use of monoclonal antibo> 
dies. 259: 199 

Clouet, P. 
——-; Niot, I.; Bezard, J. 

Pathway of a-linolenic acid through 
the mitochondrial outer membrane 
in the rat liver and influence on the 
rate of oxidation. Comparison with 
linoleic and oleic acids. 263: 867 

Coates, J. B. See Baldwin, J. E. 
Cobbold, P. H. See Sharma, R. J. 
Cockcroft, S. 

——-; Stutchfield, J. 

The receptors for ATP and fMet= 
LeuPhe are independently coupled 
to phospholipases C and A2 via 
G-protein(s). Relationship between 
phospholipase C and A2 activation 
and exocytosis in HL60 cells and 
human neutrophils. 263: 715 

Cockin, G. H. See Thornton, D. J. 

Codogno, P. See Maoret, J. J. 

Coetzee, G. A. See Casciola, L. A. F.; 
Strachan, A. F. 

Coghlan, J. P. See Fernley, R. T. 

Cohen, D. M. See Garfinkel, L. 

Cohen, M. S. See Britigan, B. E. 

Cohen, N. S. 

——-; Cheung, C. W.; Raijman, L. 

Altered enzyme activities and citrul> 
line synthesis in liver mitochondria 
from ornithine carbamoyltransfer= 
ase—deficient sparse—furas’ mice. 
259: 251 

Cohen, P. See Cohen, P. T. W.; MacK= 
intosh, C. 

Cohen, P. T. W. 

——= (Cone, 'P. 

Discovery of a protein phosphatase 
activity encoded in the genome of 
bacteriophage A. Probable identity 
with open reading frame 221. 
260: 931 

Cohen, R. D. See Beech, J. S. 

Colard, O. 

——-; Breton, M.; Pepin, D.; Chevy, F.; 
Bereziat, G.; Polonovski, J. 

Arachidonate cannot be released 
directly from diacyl—sn—glycero—3-> 
phosphocholine in thrombin-stimu= 
lated platelets. 259: 333 

Colbran, R. J. 

—; Schworer, C. M.; Hashimoto, Y.; 
oe Y.L.; Rich, D. P.; Smith, M. 
K.; Soderling, T. R. 

Calcium/calmodulin—dependent pro= 
tein kinase II. 258: 313 

Cole, G. T. See Yuan, L. 


Cole, P. See Fine, J. 

Cole, R. D. See Baudier, J. 

Cole, W. G. See Baker, A. T. 

Coleman, P. S. See Azrolan, N. I. 

Coleman, R. See Kan, K. S. 

—,; Rahman, K.; Kan, K. S.; Parslow, 
R.A. 

Retrograde intrabiliary injection of 
amphipathic materials causes phos> 
pholipid secretion into bile. Tauro> 
cholate causes phosphatidylcholine 
secretion, 3—[(3—cholamidopropyl)di= 
methylammonio]—propane-1-sulfo= 
nate (CHAPS) causes mixed phos> 
pholipid secretion. 258: 17 

Coles, B. See Hayman, A. R.; Kispert, 
A.; Meyer, D. J. 

Coletta, M. See Ascenzi, P. 

Collings, J. See Broom, M. F. 

Collins, G. See Crabtree, B. 

Collins, M. E. See Pickersgill, R. W. 

Collison, D. 

—-; Knowles, P. F.; Mabbs, F. E.; 
Rius, F. X.; Singh, I.; Dooley, D. 
M.; Cote, C. E.; McGuirl, M. 

Studies on the active site of pig plas= 
ma amine oxidase. 264: 663 

Colman, N. See Shaw, S. 

Colomb, M. See Drouet, C. 

Colomb, M. G. See Lacroix, M. B.; 
Maison, C. M.; Zohair, A. 

Colombo, J. P. See Haeussinger, D. 

Colyer, J. 

——-; Mata, A. M.; Lee, A. G.; East, J. 
M. 

Effects on ATPase activity of mono> 
clonal antibodies raised against 
calcium—magnesium ATPase from 
rabbit skeletal muscle sarcoplasmic 
reticulum and their correlation with 
epitope location. 262: 439 

Comera, C. See Rothhut, B. 

Comerford, J. G. 

——; Dawson, A. P. 

The effect of limited proteolysis on 
GTP-dependent calcium efflux and 
GTP-dependent fusion in rat liver 
microsomal vesicles. 258: 823 

Comte, M. See Li, G. 

Conard, J. See Rothhut, B. 

Conner, G. E. 

Isolation of procathepsin D from 
mature cathepsin D by pepstatin 
affinity chromatography. Autocata> 
lytic proteolysis of the zymogen 
form of the enzyme. 263: 601 

Convents, A. 

——-; De Backer, J. P.; Andre, C.; Vau= 
quelin, G. 

Desensitization of a2—adrenergic 
receptors in NG 108 15 cells by 
(—)-adrenaline and phorbol i2—myr= 
istate 13—acetate. 262: 245 

Cook, E. A. See Huggins, J. P. 

——, Huggins, J. P.; Sathe, G.; England, 
P. J.; Piggott, J. R. 

The expression of canine cardiac 
phospholamban in heterologous 
systems. 264: 533 

Cook, H. W. See Byers, D. M. 

Cook, S. J. 

——,; Wakelam, M. J. O. 

Analysis of the water-soluble prod> 
ucts of phosphatidylcholine break= 
down by ion-exchange chromatogra> 
phy. Bombesin and TPA (12—O-= 
tetradecanoylphorbol 1|3-—acetate) 
stimulate choline generation in 
Swiss 3T3 cells by a common mech> 
anism. 263: 581 

Cooke, A. M. See Taylor, C. W. 

Cooney, G. J. 

——-, Vanner, M. A.; Nicks, J. L.; Wil= 
liams, P. F.; Caterson, I. D. 

Changes in the lipogenic response to 


AUTHOR INDEX 


feeding of liver, white adipose tissue 
and brown adipose tissue during 
the development of obesity in the 
gold—thioglucose—injected mouse. 
259: 651 
Cooper, A. J. L. 
Methionine transamination in vivo. 
Comments. 262: 689 
Cooper, D. M. F. See Helmke, S. M. 
Cooper, D. R. See Farese, R. V. 
Cornet, M. E. See Diaz—Meco, M. T. 
Cornish-Bowden, A. See Cardenas, 
M. L. 
Corps, A. N. See Blakeley, D. M. 
Corstorphine, C. G. See Zammit, V. 
A 


Cortassa, S. See Aon, M. A. 

Cortial, S. See Rothhut, B. 

Cote, C. E. See Collison, D. 

Cotton, R. G. H. See Armarego, W. L. 
F.; Parniak, M. A. 

Detection of single base changes in 
nucleic acids. 263: 1 

Couee, I. 
—— Timon, K.P. 

The effects of phospholipids on the 
activation of glutamate dehydroge= 
nase by L-leucine. 261: 921 

Coulet, P. R. See Maisterrena, B. 
Coulombel, L. See Kieffer, N. 
Cowan, D. A. See Saravani, G. A. 
Cox, A. J. See Jonas, H. A. 

Cox, J. A. See Li, G. 

Coyette, J. See El Kharroubi, A. 
Crabtree, B. 

—-; Collins, G.; Franklin, M. I. 

A simplified method for calculating 
complex metabolic sensitivities by 
using matrix partitioning. 263: 289 

——-; Souter, M. J.; Anderson, S. E. 

Evidence that the production of 
acetate in rat hepatocytes is a pre= 
dominantly cytoplasmic process. 
257: 673 

Cragoe, E. J. Jr. See Osaki, M. 

Craig, R. K. See Taylor, M. E. 

Cramer, S. P. See George, G. N. 

Crawford, A. See Hughes, H. M. 

Crepin, K. M. 

— ; Darville, M. I.; Michel, A.; Hue, 
L.; Rousseau, G. G. 

Cloning and expression in Escherichia 
coli of a rat hepatoma cell cDNA 
coding for 6-phosphofructo—2-ki= 
nase/fructose—2,6—bisphosphatase. 
264: 151 

Crichton, R. R. See Sibille, J. C. 
Critchley, D. R. See Price, G. J. 
Crofts, J. N. 

— Barritt, G. J. 

The measurement of calcium inflow 
across the liver cell plasma mem> 
brane by using quin2 and studies of 
the roles of sodium and extracellular 
calcium in the mechanism of calcium 
inflow. 264: 61 

Crompton, I. E. 
———* Waley. 5. G- 
Some uses of extrapolation in kinet= 
ics. 257: 305 
Cronshaw, A. D. See Hayes, J. D. 
Crooke, S. T. See Aiyar, N.; Kanaho, 
Y.; Nakada, M. T.; Nambi, P.; Sta= 
del, J. M. 
Cross, A. R. See Ellis, J. A. 
Crossley, I. See Lloyd, A. C. 
Crumpton, M. J. See Alexander, D. 
R 


Cubitt, A. B. 
——-; Gershengorn, M. C. 
Characterization of a salt—extractable 
phosphatidylinositol synthase from 
rat pituitary-tumor membranes. 
257: 639 





AUTHOR INDEX 


Cullen, P. J. 
——-; Irvine, R. F.; Drobak, B. K.; Daw= 
son, A. P. 

Inositol 1,3,4,5—tetrakisphosphate 
causes release of calcium from per= 
meabilized mouse lymphoma L1210 
cells by its conversion into inositol 
1,4,5-trisphosphate. 259: 931 

Cummins, I. See Murphy, D. J. 
Curtino, J. A. See Miozzo, M. C. 
Curtis, C. G. See Hughes, H. M. 
Cushley, W. See Pyne, N. J. 
Cutfield, J. F. See Berks, B. C. 


DaCosta, K. A. See Zeisel, S. H. 

Dadabay, C. Y. 

—-, Pike, L. J. 

Purification and characterization of a 
cytosolic transglutaminase from a 
cultured human tumor-cell line. 
264: 679 

Dagnino, L. See Gati, W. P. 

Dagorn, J. C. See Rouquier, S. 

Dahl, H. H. M. See Armarego, W. L. 
F.; Taylor, D.S. 

Dale, G. L. See Suzuki, T. 

D'Alessandro, A. M. See Oratore, A. 

Dallocchio, F. See Signorini, M. 

Dall'Olio, F. See Serafini—Cessi, F. 

Dalton, H. See Green, J. 

Daly, A. K. See Rees, J. L. 

D'Andrea, G. See Oratore, A. 

——-, Maccarrone, M.; Oratore, A.; Avig= 
liano, L.; Messerschmidt, A. 

Kinetic features of ascorbic acid 
oxidase after partial deglycation. 
264: 601 

Daniel, J. W. See Hughes, H. M. 

Daniel, R. M. See Saravani, G. A. 

Daniels, L. B. See Gopalan, V. 

Danson, M. J. See Pratt, K. J.; Smith, 
E. By 

D'Arcy, S. M. 

—; Donoghue, C. M.; Koeleman, C. 
A. M.; Van den Eijnden, D. H.; 
Savage, A. V. 

Determination of the structure of a 
novel acidic oligosaccharide with 
blood—-group activity isolated from 
bovine submaxillary—gland mucin. 
260: 389 

Darling, P. See Fernley, R. T. 

Darville, M. I. See Crepin, K. M. 

Das, D. K. See Prasad, M. R. 

Dasgupta, B. R. See Montecucco, C. 

Datta, P. K. See Datta, T. K. 

Datta, T. K. 

——- Basu, P. S.; Datta, P. K.; Baner= 
jee, A. 

Purification of a unique glycoprotein 
that enhances phenol oxidase activi= 
ty in scorpion (Heterometrus benga> 
lensis) hemolymph. 260: 525 

Daugherty, A. 

——-; Becker, N. N.; Scherrer, L. A.; 
Sobel, B. E.; Ackerman, J. J. H.; 
Baynes, J. W.; Thorpe, S. R. 

Non-invasive detection of protein 
metabolism in vivo by NMR spec> 
troscopy. Application of a novel 
fluoride—19-containing residualizing 
label. 264: 829 

Dauvrin, T. 

——-; Thines-Sempoux, D. 

Purification and characterization of a 
heterogeneous glycosylated invertase 
from the rumen holotrich ciliate 
Isotricha prostoma. 264: 721 

Daveau, M. See Bourguignon, J. 

Daveloose, D. See Olivier, J. L. 

Davenport, A. P. See Nunez, D. J. 

Davey, J. P. See Hasinoff, B. B. 

Davidson, A. See Gillespie, C. S. 


Davidson, A. M. 
—-; Halestrap, A. P. 

Inhibition of mitochondrial—matrix 
inorganic pyrophosphatase by physi= 
ological [calcium], and its role in 
the hormonal regulation of mito= 
chondrial matrix volume. 258: 817 

Davidson, J. S. See Fine, J.; Smith, 
C. E.; Van der Merwe, P. A. 
Davidson, V. L. 

Steady-state kinetic analysis of the 
quinoprotein methylamine dehydro= 
genase from Paracoccus denitrifi= 
cans. 261: 107 

Davie, J. R. See Delcuve, G. P. 
Davies, B. 
—; Edwards, S. W. 

Inhibition of myeloperoxidase by 

salicylhydroxamic acid. 258: 801 
Davies, D. M. 
— ; Lawther, J. M. 

Kinetics and mechanism of electron 
transfer from dithionite to microso> 
mal cytochrome bs and to forms of 
the protein associated with charged 
and neutral vesicles. 258: 375 

Davies, K. J. A. See Marcillat, O. 
Davies, M. J. 

Detection of peroxyl and alkoxyl 
radicals produced by reaction of 
hydroperoxides with rat liver micro> 
somal fractions. 257: 603 

Davies, S. A. See Lloyd, A. C. 

Davis, K. See Chapman, D. J. 

Davis, N. K. See Marsh, E. N. 

Davis, N. R. See Badawy, A. A. B. 

Davis, R. J. See Girones, N. 

Davison, M. D. See Price, G. J. 

Davrinche, C. See Fontaine, M. 

Dawson, A. P. See Comerford, J. G.; 
Cullen, P. J. 

Dawson, M. I. See Singh, R. K. 

Day, A. J. See Fontaine, M. 

Day, D. See Nunn, D. N. 

Deacon, R. See Lumb, M. 

Dean, R. T. See Bedwell, S. 

De Backer, J. P. See Convents, A. 

De Beer, F. C. See Strachan, A. F. 

De s H. J. G. M. See Nagelkerke, 

De Bruin, J. See Leyte, A. 

De an C. K. See Vangrysperre, 


Decottignies, J. P. See Leger, D. 
De Cristofaro, R. See Doyle, M. L. 
Deddish, P. A. 

——- Skidgel, R. A.; Erdos, E. G. 

Enhanced cobalt(2+) activation and 
inhibitor binding of carboxypepti= 
dase M at low pH. Similarity to 
carboxypeptidase H (enkephalin 
convertase). 261: 289 

De Felice, J. See Chapman, D. J. 

De Gasparo, M. See Pfeilschifter, J. 

——- Whitebread, S.; Einsle, K.; Heus= 
ser, C. 

Are the antibodies to a peptide com> 
plementary to angiotensin II useful 
to isolate the angiotensin II recep= 
tor? Comments. 261: 310 

DeGasperi, R. 
—- Li, Y. T.; Li, S.C. 

Isolation and characterization of an 
activator protein for the hydrolysis 
of ganglioside Gmz2 from the roe of 
striped mullet (Mugil cephalus). 
260: 777 

De Graeff—Meeder, E. R. See Hoekze= 
ma, R. 

De Groen, P. C. 

—; LeSage, G. D.; Tietz, P. S.; LaRus= 
so, N. F. 

Purification and immunological quan= 
tification of rat liver lysosomal 
glycosidases. 264: 115 


Deistung, J. 
——+; Bray, R. C. 

Isolation, in the intact state, of the 
pterin molybdenum cofactor from 
xanthine oxidase. 263: 477 

De Jaegere, S. See Eggermont, J. A.; 
Verboomen, H. 

De Keyzer-Nellen, M. J. M. See 
Leyte, A. 

Dekker, J. 

——-; Van Beurden—Lamers, W. M. O.; 
Oprins, A.; Strous, G. J. 

Isolation and structural analysis of 
rat gastric mucus glycoprotein sug> 
gests a homogeneous protein back= 
bone. 260: 717 

De Laat, S. W. See Van den Eijnden-= 
Van Raaij, A. J. M. 
De la Motte, C. A. See DiCorleto, P. 


E. 
De Lanerolle, P. See Bissonnette, M. 
Delcuve, G. P. 
—- Davie, J. R. 

Chromatin structure of erythroid-= 
specific genes of immature and 
mature chicken erythrocytes. 

263: 179 
Delday, M. I. See Maltin, C. A. 
De Ley, M. See Tahon, J. P. 
Dell, K. R. 

; Severson, D. L. 

Effect of cis-unsaturated fatty acids 
on aortic protein kinase C activity. 
258: 171 

Delpierre, C. See Agnani, G. 

Delque Bayer, P. 

——-; Vittori, C.; Sudaka, P.; Giudicelli, 
J 


Purification and properties of neutral 
maltase from human granulocytes. 
263: 647 

Demares, M. J. See Fontaine, M. 

De Matteis, F. See Reed, C. J. 

De Meester, F. 

——-,; Matagne, A.; Dive, G.; Frere, J. 
M 


Unexpected influence of ionic strength 
on branched-pathway interactions 
between 6-lactamases and B—-haloge= 
nopenicillanates. 257: 245 

De Mercoyrol, L. 
—- Job, C.; Job, D. 

Studies on the inhibition by a—amani= 
tin of single-step addition reactions 
and productive RNA synthesis 
catalyzed by wheat-germ RNA 
polymerase II. 258: 165 

Effect of Sarkosyl and heparin on 
single-step addition reactions cata> 
lyzed by wheat-germ RNA polymer> 
ase II—poly[d(A—-T)]transcription 
complexes. 260: 795 

Dempo, K. See Adachi, H. 

Demuth, H. U. See Broemme, D. 

Denaro, M. See Rambelli, F. 

DenBesten, P. K. 

— Heffernan, L. M.; Treadwell, B. 
V.; Awbrey, B. J. 

The presence and possible functions 
of the matrix metalloproteinase 
collagenase activator protein in 
developing enamel matrix. 264: 917 

De Neef, P. See Robberecht, P. 
Denis, D. See Riendeau, D. 
Denis—Pouxviel, C. See Babia, T. 
Dennis, J. W. See Laferte, S. 

Denny, W. A. See Searle, M. S. 
Denton, R. M. See Rutter, G. A. 

De Pieri, L. See Molina—Garcia, A. D. 
DePierre, J. W. See Morgenstern, R. 
De Ropp, J. S. See Reed, J. 

Derrick, J. P. 

—-; Ramsay, R. R. 

L-Carnitine acyltransferase in intact 
peroxisomes is inhibited by malo= 
nyl-CoA. 262: 801 





10 


Derydt, M. See Bailly, V. 

Deshmukh, D. R. 

——,; Mungre, S. M. 

Purification and properties of 2-ami= 
noadipate:2—oxoglutarate amino> 
transferase from bovine kidney. 
261: 761 

Deshpande, V. V. See Keskar, S. S. 

Desideri, A. See Ascenzi, P. 

De Smedt, H. See Missiaen, L. 

Deutsch, W. A. See Nation, M. D. 

De Vendittis, E. See Masullo, M. 

De Vries, M. J. See Van Haastert, P. 
J. M. 

Dewald, B. 

—; Thelen, M.; Wymann, M. P.; Bag= 
giolini, M. 

Staurosporine inhibits the respiratory 
burst and induces exocytosis in 
human neutrophils. 264: 879 

De Wet, W. J. See Pihlajaniemi, T. 

De Wulf, H. See Vandekerckhove, A. 

Dexter, T. M. See Morris, A. J. 

Dhaliwal, K. See Badawy, A. A. B. 

Diakun, G. P. See Turner, N. A. 

Dianzani, M. U. See Poli, G. 

Diarra—Mehrpour, M. See Bourguig= 
non, J. 

Diaz, R. 

—-; Wileman, T. E.; Anderson, S. J.; 
Stahl, P. 

The use of permeabilized cells to 
study the ion requirements of recep> 
tor-ligand dissociation in endo> 
somes. 260: 127 

Diaz—Meco, M. T. 

——-; Larrodera, P.; Lopez—Barahona, 
M.; Cornet, M. E.; Barreno, P. G.; 
Moscat, J. 

Phospholipase C-mediated hydrolysis 
of phosphatidylcholine is activated 
by muscarinic agonists. 263: 115 

Dice, J. F. See Gulve, E. A. 

Di Cera, E. See Doyle, M. L. 

Dicker, A. See Mohell, N. 

Dickinson, F. M. See Rigney, E. 

Dickinson, K. See Hitchcock, C. A. 

DiCorleto, P. E. 

—-; De la Motte, C. A. 

Thrombin causes increased monocyt> 
ic—cell adhesion to endothelial cells 
through a protein kinase C-depend> 
ent pathway. 264: 71 

Diep Le, K. H. See Rothhut, B. 

DiFeo, T. J. 

—- Addison, A. W. 

Heme-binding-site heterogeneity 
and heme Cotton effects of Glycera 
dibranchiata monomeric hemoglo> 
bins. 260: 863 

Dijkstra, M. 

—; Franx, J. Jr.; Duine, J. A. 

Studies on electron transfer from 
methanol dehydrogenase to cyto> 
chrome cz, both purified from Hy= 
phomicrobium X. 257: 87 

Dimauro, S. See Salviati, G. 

Dimitriadis, G. D. See Leighton, B. 

——- Leighton, B.; Parry—Billings, M.; 
West, D.; Newsholme, E. A. 

Effects of hypothyroidism on the 
sensitivity of glycolysis and glycogen 
synthesis to insulin in the soleus 
muscle of the rat. 257: 369 

Di Simplicio, P. 

—-; Jensson, H.; Mannervik, B. 

Effects of inducers of drug metabolism 
on basic hepatic forms of mouse 
glutathione transferase. 263: 679 

Distel, B. See Leyte, A. 

Dive, G. See De Meester, F. 

Dixon, H. B. F. See Geoghegan, K. F.; 
Sparkes, M. J.; Visedo—Gonzalez, E. 

Dixon, N. E. See Armarego, W. L. F. 


Dobson, B. R. See Arber, J. M. 

Dobson, P. R. M. See Quilliam, L. A. 

Docherty, K. See Boam, D. S. W. 

Doctrow, S. R. See Ravid, K. 

Dodd, G. H. See Polak, E. H.; Robin= 
son, C. J. 

Dodds, A. W. See Kinoshita, T.; Sim, 
E 


Doehmer, J. See Waxman, D. J. 

Dogterom, P. See Nagelkerke, J. F. 

Doherty, A. J. See Williams, T. C. 

Doherty, F. J. 

—; Osborn, N. U.; Wassell, J. A.; 
Heggie, P. E.; Laszlo, L.; Mayer, R. 
J 


Ubiquitin—protein conjugates accumu > 
late in the lysosomal system of 
fibroblasts treated with cysteine 
proteinase inhibitors. 263: 47 

Dolais-Kitabgi, J. See Baron, V. 
Dolly, J. O. See Parcej, D. N. 
Donner, D. B. See Lipson, K. E. 
Donoghue, C. M. See D'Arcy, S. M. 
Dooley, D. M. See Collison, D. 
Dormer, R. L. See Shori, D. K. 
Douce, R. See Alban, C.; Dumas, R. 
Douglas, F. See Nimmo, H. G. 
Downes, C. P. See Stephens, L.; Ste= 
phens, L. R. 
Downward, J. See Hsuan, J. J. 
Doyle, M. L. 
—; Gill, S. J.; De Cristofaro, R.; Cas= 
tagnola, M.; Di Cera, E. 

Temperature— and pH—dependence 
of the oxygen-binding reaction of 
human fetal hemoglobin. 260: 617 

Drake, A. F. See Tatham, A. S.; Win= 
yard, P. G. 

Drechou, A. 

= Rouzeau, J. D.; Feger, J.; Durand, 


Variations in the rate of secretion of 
different glycosylated forms of rat 
ai-acid glycoprotein. 263: 961 

Drevon, C. A. See Nenseter, M. S. 
Drew, P. D. 
——— ee, Poe 

Regulation of production of 6-amino= 
levulinate synthase in tissues of 
chick embryos. Effects of porphyro= 
genic agents and of heme precur> 
sors. 262: 815 

— H. See Andriamampandry, 


Drickamer, K. See Childs, R. A.; 
Parham, P. 
Drobak, B. K. See Cullen, P. J. 
Droogmans, G. See Missiaen, L. 
Drott, C. 
—-; Loennroth, C.; Lundholm, K. 
Protein synthesis, myosin ATPase 
activity and myofibrillar protein 
composition in hearts from tumor—> 
bearing rats and mice. 264: 191 
Drouet, C. 
—-; Reboul, A.; Colomb, M. 
Identification of a human non-inter= 
feron lymphokine activating mono> 
cyte complement biosynthesis. 
263: 157 
D'Souza, S. E. See Campbell, M. A. 
Dubaniewicz, A. 
——-; Kaciuba—Uscilko, H.; Nazar, K.; 
Budohoski, L. 
Sensitivity of the soleus muscle to 
insulin in resting and exercising 
rats with experimental hypo— and 
hyper-thyroidism. 263: 243 
Dubbelman, T. M. A. R. See Van 
Steveninck, J. 
Dubreuil, P. 
——-,; Fulcrand, P.; Rodriguez, M.; Ful= 
crand, H.; Laur, J.; Martinez, J. 
Novel activity of angiotensin—convert> 
ing enzyme. Hydrolysis of cholecys= 


AUTHOR INDEX 


tokinin and gastrin analogs with 
release of the amidated C-terminal 
dipeptide. 262: 125 
Duda, E. See Izsvak, Z.; Szelei, J. 
Duddy, S. K. See Kass, G. E. N. 
Dudeja, P. See Stenson, W. F. 
Dudeja, P. K. See Halline, A. G. 
Duee, P. H. See Pegorier, J. P. 
Duerden, J. M. 
——- Bartlett, S. M.; Gibbons, G. F. 

Regulation of very—low—density—lipo= 
protein lipid secretion in hepatocyte 
cultures derived from diabetic ani= 
mals. 262: 313 

Long-term maintenance of high rates 
of very—low—density—lipoprotein 
secretion in hepatocyte cultures. A 
model for studying the direct effects 
of insulin and insulin deficiency in 
vitro. 263: 937 

Duez, C. See Piron—Fraipont, C. 

Duffield, M. See McArdell, J. E. C. 

Dugail, I. 

——-; Le Liepvre, X.; Quignard—Bou= 
lange, A.; Pairault, J.; Lavau, M. 

Adipsin mRNA amounts are not 
decreased in the genetically obese 
Zucker rat. 257: 917 

Duggan, M. J. See Stephenson, F. A. 
Duggleby, R. G. See Gray, P. J. 
——, Nash, J. C. 

A single—parameter family of adjust= 
ments for fitting enzyme kinetic 
models to progress—curve data. 

251: ST 
—-; Wood, C. 

Analysis of progress curves for en= 
zyme-catalyzed reactions. Automat> 
ic construction of computer pro> 
grams for fitting integrated rate 
equations. 258: 397 

Duine, J. A. See Dijkstra, M. 

Dulioust, A. 

——-; Vivier, E.; Meslier, N.; Roubin, 
R.; Haye—Legrand, I.; Benveniste, J. 

Biosynthesis of paf—acether. Paf-> 
acether but not leukotriene C4 pro> 
duction is impaired in cultured 
macrophages. 263: 165 

Du Maine, A. See Van der Ende, A. 
Dumas, R. 
—-; Joyard, J.; Douce, R. 

Effect of sulfate on glutamate synthe> 
sis by intact spinach (Spinacia oler= 
acea) chloroplasts. 259: 769 

Purification and characterization of 
acetohydroxyacid reductoisomerase 
from spinach chloroplasts. 262: 971 

Dumont, J. E. See Laurent, E.; Taka= 
zawa, K. 

Dunbar, B. See Horak, A. 

Dupuy, F. See Krief, S. 

Durand, G. See Drechou, A. 

Durst, F. See Benveniste, I. 

Dusart, J. See Piron—Fraipont, C. 

Dyer, M. R. 

—-, Gay, N. J.; Walker, J. E. 

DNA sequences of a bovine gene and 
of two related pseudogenes for the 
proteolipid subunit of mitochondrial 
ATP synthase. 260: 249 

Dzhondzhurov, L. See Tsvetkov, S. 


Eady, R. R. See Arber, J. M.; Miller, 
R. W.; Thorneley, R. N. F. 

Eagles, P. A. M. See Chin, T. K. 

Ealing, P. M. 

——; Cater, KR. 

The cDNA cloning of a pea (Pisum 
sativum) seed lipoxygenase. Se> 
quence comparisons of the two 
major pea seed lipoxygenase iso> 
forms. 264: 929 





AUTHOR INDEX 


Easom, R. A. 
——-; Hughes, J. H.; Landt, M.; Wolf, 
B. A.; Turk, J.; McDaniel, M. L. 

Comparison of effects of phorbol 
esters and glucose on protein kinase 
C activation and insulin secretion 
in pancreatic islets. 264: 27 

East, J. M. See Colyer, J. 

Easterbrook-Smith, S. B. See 
McCall, M.N. 

Easterby, J. S. 

The analysis of metabolite channell= 
ing in multienzyme complexes and 
multifunctional proteins. 264: 605 

Ebanks, R. 
——-; Roifman, C.; Mellors, A.; Mills, G. 
B 


The diacylglycerol analog, 1,2—sn-= 
dioctanoylglycerol, induces an in> 
crease in cytosolic free calcium and 
cytosolic acidification of T lympho= 
cytes through a protein kinase C-in> 
dependent process. 258: 689 

Ebner, S. See Burnol, A. F. 

Ecker, D. J. See Nakada, M. T. 
Edelman, L. See Kieffer, N. 

Edgell, C. J. S. See Beretz, A. 
Edmonds, C. 

——-; Griffin, G. E.; Johnstone, A. P. 

Demonstration and partial characteri= 
zation of ADP-ribosylation in Pseu= 
domonas maltophilia. 261: 113 

Edwards, R. H. T. See MacLennan, 
P. A.; Phoenix, J. 

Edwards, S. W. See Davies, B. 

Edwards, Y. See Abbott, W. M. 

Eggermont, J. A. See Verboomen, H.; 
Wuytack, F. 

—; Wuytack, F.; De Jaegere, S.; 
Nelles, L.; Casteels, R. 

Evidence for two isoforms of the 
endoplasmic-reticulum calcium 
pump in pig smooth muscle. 

260: 757 
Einsle, K. See De Gasparo, M. 
Ekins, N. See Salter, A. M. 
Elce, J. S. 

; Sigmund, L.; Fox, M. J. 

Calpain I activation is not correlated 
with aggregation in human platelets 
261: 1039 

Elcombe, C. R. See Bars, R. G. 

Eldredge, E. R. 

——-; Jackson, B.; Suckling, K. E.; Wolf, 
ck 


Inhibition of cholesterol 7a—hydroxy= 
lase by an antibody to a male-spe> 
cific form of cytochrome P-450 
from subfamily P4501IC. 262: 91 

Elion, J. See Cao, S. X. 

El Kharroubi, A. 

——-; Piras, G.; Jacques, P.; Szabo, I.; 
Van Beeumen, J.; Coyette, J.; Ghu= 
ysen, J. M. 

Active-site and membrane topology 
of the pD-peptidase/penicillin—bind= 
ing protein no. 6 of Enterococcus 
hirae (Streptococcus faecium) A.T.= 
C.C. 9790. 262: 457 

Ellar, D. J. See Carroll, J. 

Ellis, J. A. 

——; Cross, A. B.; Jones, O. T. G. 

Studies on the electron—-transfer 
mechanism of the human neutrophil 
NADPH oxidase. 262: 575 

Ellis, L. See Sissom, J. 

Ellis, V. See Scully, M. F. 

Eloranta, T. See Hirvonen, A. 

Eloranta, T. O. See Kajander, E. O. 

Elton, T. S. See Blalock, J. E. 

Emmons, S. W. See Hawdon, J. M. 

Emson, P. C. See Nunez, D. J. 

Engelman, R. M. See Prasad, M. R. 

Engeset, J. See Shaw, P. M. 


Engesser, K. H. See Bruce, N. C. 

England, P. J. See Cook, E. A.; Hug= 
gins, J. P.; Unitt, J. F. 

Engstroem, W. See Larsson, O. 

Enouf, J. 

——-; Bredoux, R.; Bourdeau, N.; Sarka= 
di, B.; Levy-Toledano, S. 

Further characterization of the plas= 
ma membrane- and intracellular 
membrane-associated platelet calci= 
um transport systems. 263: 547 

Enyedi, A. See Caride, A. J. 
—; Brandt, J.; Minami, J.; Penniston, 
5 


Oxytocin regulates the plasma mem= 
brane calcium transport in rat myo> 
metrium. 261: 23 

Erdos, E. G. See Deddish, P. A. 
Erickson, R. See Byrd, J. C. 
Erlichman, J. See Leiser, M. 

Ermel, B. See Obermaier—Kusser, B. 
Erneux, C. See Laurent, E.; Takaza= 
wa, K.; Van Haastert, P. J. M. 

Esch, T. See Joseph, S. K. 

Escher, E. See Guillemette, G. 

Escribano, J. 

——-; Tudela, J.; Garcia—Carmona, F.; 
Garcia—Canovas, F. 

A kinetic study of the suicide inacti= 
vation of an enzyme measured 
through coupling reactions. Appli= 
cation to the suicide inactivation of 
tyrosinase. 262: 597 

Eskild, W. 

——- Kindberg, G. M.; Smedsrod, B.; 
Blomhoff, R.; Norum, K. R.; Berg, 
i: 


Intracellular transport of formalde> 
hyde-treated serum albumin in 
liver endothelial cells after uptake 
via scavenger receptors. 258: 511 

Esmon, C. T. See Ofosu, F. A. 
Esteller, A. See Monte, M. J. 
Esterbauer, H. See Poli, G. 

Evans, E. G. V. See Hitchcock, C. A. 
Evans, J. L. 

—; Quistorff, B.; Witters, L. A. 

Zonation of hepatic lipogenic enzymes 
identified by dual—digitonin—pulse 
perfusion. 259: 821 

Evans, R. D. See Argiles, J. M. 
——-; Williamson, D. H. 

Lipid metabolism during the initiation 
of lactation in the rat. The effects 
of starvation and tumor growth. 
262: 887 

Evans, T. C. 
——- Nelson, D. L. 

The cilia of Paramecium tetraurelia 
contain both calcium—dependent 
and calcium-inhibitable calmodu= 
lin-binding proteins. 259: 385 

Evans, W. H. See Ali, N. 

Evers, R. F. See Leyte, A. 

Everts, M. E. 

——-; Andersen, J. P.; Clausen, T.; Han= 
sen, O. 

Quantitative determination of calci= 
um-—dependent magnesium—ATPase 
from sarcoplasmic reticulum in 
muscle biopsies. 260: 443 

Eyssen, H. J. See Schepers, L. 


Fahim, R. E. F. See Roberton, A. M. 

Fahimi, H. D. See Zaar, K. 

Faik, P. 

—; Morgan, M.; Naftalin, R. J.; Rist, 
R. J. 


Transport and accumulation of 2-de= 
oxy—D-glucose in wild-type and 
hexokinase-deficient cultured Chi> 
nese-hamster ovary (CHO) cells. 
260: 153 


Fain, J. N. See Pittner, R. A. 

Falany, C. N. 

—; Vazquez, M. E.; Kalb, J. M. 

Purification and characterization of 

human liver dehydroepiandrosterone 
sulfotransferase. 260: 641 

Falasca, A. I. See Barbieri, L. 

Farese, R. V. 

——-; Nair, G. P.; Sierra, C. G.; Stand= 
- M. L.; Pollet, R. J.; Cooper, D. 


Insulin-like effects of epidermal 
growth factor and insulin-like 
growth factor-I on [3H]2-deoxyglu= 
cose uptake, diacylglycerol genera> 
tion and protein kinase C activation 
in BC3H-1 myocytes. 261: 927 

Farias, R. N. 
——-,; Lopez Vinals, A. E.; Posse, E.; 
Morero, R. D. 

Relationship between isoelectric 
point of native and chemically mod= 
ified insulin and liposomal fusion. 
264: 285 

Farley, J. R. See Lau, K. H. W. 
Farooqui, A. A. See Hirashima, Y. 
Farstad, M. See Bakken, A. M. 
Fava, R. A. See Piltch, A. 

Fears, R. See Brown, N. F. 

Binding of plasminogen activators to 
fibrin: characterization and phar= 
macological consequences. 261: 313 

Feeney, J. See Bowden, K. 

Feger, J. See Drechou, A. 

Fehlmann, M. See Peyron, J. F. 

Fehrentz, J. A. See Rouot, B. 

Feil, R. See Kruckeberg, A. L. 

Feild, J. See Pritchard, M. L. 

Feinstein, M. B. See O'Rourke, F. 

Feizi, T. See Abbott, W. M.; Childs, 
R. A.; Loveless, R. W. 

Feliu, J. E. See Rossi, I. 

Fenton, J. W. II. See Ofosu, F. A. 

Ferguson, B. Q. See Pritchard, M. L. 

Fernandez—Renart, M. See Jimenez, 
B 


Fernley, R. T. 
——-; Darling, P.; Aldred, P.; Wright, R. 
D.; Coghlan, J. P. 
Tissue and species distribution of 
the secreted carbonic anhydrase 
isoenzyme. 259: 91 
Ferrari, C. See Signorini, M. 
Ferre, P. See Burnol, A. F.; Issad, T.; 
Penicaud, L. 
Ferrua, B. See Peyron, J. F. 
Fesus, L. 
——,; Farcsa, E. 
Formation of N(y-glutamyl)-lysine 
isodipeptide in Chinese—hamster 
ovary cells. 263: 843 
Fewson, C. A. See Chalmers, R. M.; 
McNaughton, G. A. L. 
Feyen, A. See Van den Eijnden—Van 
Raaij, A. J. M. 
Fidelio, G. D. See Bianco, I. D. 
Fidge, N. See Tozuka, M. 
Field, A. M. 
—- Rowatt, E.; Williams, R. J. P. 
The interaction of cations with lipo= 
polysaccharide from Escherichia 
coli C as shown by measurement of 
binding constants and aggregation 
reactions. 263: 695 
Filipek, A. See Kuznicki, J. 
Fincher, G. B. See Gleeson, P. A. 
Fine, J. 

; Cole, P.; Davidson, J. S. 

Extracellular nucleotides stimulate 
receptor—mediated calcium mobiliza= 
tion and inositol phosphate produc= 
tion in human fibroblasts. 263: 371 

Fink, A. L. See Cartwright, S. J.; 
Rizwi, I. 





12 


Finney, M. See Guy, G. R. 

Finucane, M. D. 

——+,; Hudson, E. A.; Malthouse, J. P. 
G 


A carbon-13 NMR investigation of 
the ionizations within an inhibitor-> 
a—chymotrypsin complex. Evidence 
that both a-chymotrypsin and 
trypsin stabilize a hemiketal oxyan= 
ion by similar mechanisms. 

258: 853 

Firth, M. N. See Wilson, T. J. G. 

Fischer, T. H. 

—; Barton, D. W.; Krause, K. H.; 
White, T. E.; Campbell, K. P.; 
White, G. C. II. 

The identification of sarcoplasmic 
reticulum terminal cisternae pro> 
teins in platelets. 263: 605 

Fisher, K. J. 

——- Aronson, N. N. Jr. 

Isolation and sequence analysis of a 
cDNA encoding rat liver a—L—-fucosi> 
dase. 264: 695 

Fisher, M. J. See Taylor, D. S. 

Fittkau, S. See Broemme, D. 

Flamigni, F. 

——-; Marmiroli, S.; Caldarera, C. M.; 
Guarnieri, C. 

Involvement of thiol transferase— 
and thioredoxin—dependent systems 
in the protection of 'essential' thiol 
groups of ornithine decarboxylase. 
259: 111 

Flatmark, T. See Langbakk, B. 

Flavell, R. B. See Goldsbrough, A. P. 

Fleet, G. See Al Daher, S.; Cenci di 
Bello, I. 

Fleischer, N. See Leiser, M. 

Flesch, G. 

——-,; Rohmer, M. 

Prokaryotic triterpenoids. A novel 
hopanoid from the ethanol—produc> 
ing bacterium Zymomonas mobilis. 
262: 673 

Flitter, W. D. 

——-; Mason, R. P. 

The spin trapping of pyrimidine 
nucleotide free radicals in a Fenton = 
system. 261: 831 

Flocke, K. See Stochaj, U. 

Floyd, D. M. See Hunt, J. T. 

Foe, L. G. See McCune, S. A. 

Foehr, K. J. 

——-; Scott, J.; Ahnert—Hilger, G.; 
Gratzl, M. 

Characterization of the inositol 1,4,> 
5-trisphosphate—induced calcium 
release from permeabilized endoc= 
rine cells and its inhibition by deca> 
vanadate and p-hydroxymercuriben> 
zoate. 262: 83 

Folco, E. J. E. 

——- Busconi, L.; Martone, C. B.; San= 
chez, J. J. 

Fish skeletal muscle contains a novel 
serine proteinase with an unusual 
subunit composition. 263: 471 

Fong, Y. L. See Colbran, R. J. 

Font, B. 

——- Aubert-Foucher, E. 

Detection by chemical cross-linking 
of bovine brain synapsin I self—asso= 
ciation. 264: 893 

Font, J. See Maoret, J. J. 

Fontaine, M. 

——-,; Demares, M. J.; Koistinen, V.; 
Day, A. J.; Davrinche, C.; Sim, R. 
B.; Ripoche, J. 

Truncated forms of human comple= 
ment factor H. 258: 927 

Foote, N. 

——, Gadsby, P. M. A.; Greenwood, C.; 
Thomson, A. J. 

pH-Dependent forms of the ferryl 


heme- in myoglobin peroxide ana> 
lyzed by variable-temperature mag> 
netic circular dichroism. 261: 515 
Forstner, J. F. See Roberton, A. M. 
Forte-McRobbie, C. 
——-; Pietruszko, R. 

Human glutamic—y—semialdehyde 
dehydrogenase. Kinetic mechanism 
261: 935 

Fosang, A. J. 
——-, Hardinghan, T. E. 

Isolation of the N-terminal globular 
protein domains from cartilage 
proteoglycans. Identification of G2 
domain and its lack of interaction 
with hyaluronate and link protein. 
261: 801 

Fothergill, J. E. See Horak, A. 

Fox, M. J. See Elce, J. S. 

Franceschinelli, F. See Levi, S. 

Francis, G. L. See Bagley, C. J.; Ross, 
M. 

Frank, B. H. See Sobey, W. J. 

Frank, H. 

——-; Thiel, D.; Macleod, J. 

Mass spectrometric detection of cros= 
slinked fatty acids formed during 
radical—induced lesion of lipid mem>= 
branes. 260: 873 

Frank, J. Jr. See Dijkstra, M. 
Franklin, M. I. See Crabtree, B. 
Franklin, T. J. 

——-, Hitchen, M. 

Inhibition of collagen hydroxylation 
by 2,7,8-trihydroxyanthraquinone 
in embryonic—chick tendon cells. 
261: 127 

Fransson, L. A. See Lindblom, A. 

Franzblau, C. See Bergethon, P. R. 

Fraser, J. R. E. See Tzaicos, C. 

Freas, D. L. See Jones, G. D. 

Freedman, R. B. See Goldsbrough, A. 
P.; Paver, J. L. 

Freeman, C. 

——, Hopwood, J. J. 

Human liver glucuronate 2-sulfatase. 
Purification, characterization and 
catalytic properties. 259: 209 

Freeman, M 
——-,; Mangiapane, E. H. 

Translocation to rat liver mitochond> 
ria of phosphatidate phosphohydro> 
lase. 263: 589 

Frere, J. M. See De Meester, F.; Pi= 
ron-Fraipont, C. 

Freund, G. See Freyssinet, J. M. 

Freyssinet, J. M. See Beretz, A.; 
Bray, B. 

——-; Wiesel, M. L.; Grunebaum, L.; 
Pereillo, J. M.; Gauchy, J.; Schuhler, 
S.; Freund, G.; Cazenave, J. P. 

Activation of human protein C by 
blood coagulation factor Xa in the 
presence of anionic phospholipids. 
Enhancement by sulfated polysac> 
charides. 261: 341 

Freysz, L. See Andriamampandry, C. 
Frezza, J. See Sinclair, P. 

Frick, G. P. 

—; Goodman, H. M. 

Insulin regulation of the activity and 
phosphorylation of branched-chain 
2-oxo acid dehydrogenase in adipose 
tissue. 258: 229 

Friebe, S. See Broemme, D. 
Frieden, C. See Zimmerle, C. T. 
Friedrich, P. 

—-; Aszodi, A. 

Cyclic AMP turnover and signal 

amplification. Comments. 257: 621 
Fritz, R. S. See Prostko, C. R. 
Fruchart, J. C. See Agnani, G. 

Fryer, P. R. See King, I. A. 
Fuchs, D. See Werner, E. R. 


AUTHOR INDEX 


Fujita-Yamaguchi, Y. See Sacks, D. 
B 


——-; Sacks, D. B.; McDonald, J. M.; 
Sahal, D.; Kathuria, S. 

Effect of basic polycations and pro> 
teins on purified insulin receptor. 
Insulin—independent activation of 
the receptor tyrosine-specific protein 
kinase by poly(L-lysine). 263: 813 

Fukazawa, H. See Mizuguchi, J. 

Fukuyama, K. See Wakabayashi, S. 

Fulcrand, H. See Dubreuil, P. 

Fulcrand, P. See Dubreuil, P. 

Fuller, D. J. M. See Harari, P. M. 

Fuller, P. J. 

— Verity, K.; Matheson, B. A.; Cle= 
ments, J. A. 

Kallikrein—gene expression in the rat 
gastrointestinal tract. 264: 133 

Fuller, S. J. 
——-; Gaitanaki, C. J.; Sugden, P. H. 

Effects of increasing extracellular pH 
on protein synthesis and protein 
degradation in the perfused working 
rat heart. 259: 173 

Fung, H. L. See Brazeau, G. A. 
Furuya, E. See Inoue, T. 
Furuya, W. See Grinstein, S. 


Gadsby, P. M. A. See Foote, N. 
Gagnon, C. See Veeraragavan, K. 
Gagnon, S. See Guillemette, G. 
Gaillard, D. See Negrel, R. 

~~ R.; Lagarde, M.; Ailhaud, 


Requirement and role of arachidonic 
acid in the differentiation of preadi= 
pose cells. 257: 389 

Gaitanaki, C. J. See Fuller, S. J. 

Gal, S. See Smith, S. M. 

Gale, R. D. See Sacks, D. B. 

Gallagher, J. T. See Morris, A. J. 

Galloway, S. M. See Berks, B. C. 

Garcia, A. See Claro, E. 

Garcia, A. G. See Gutierrez, L. M. 

Garcia, A. M. See Jentsch, T. J. 

Garcia—Canovas, F. See Escribano, J. 

Garcia—Carmona, F. See Bru, R.; 
Escribano, J. 

aes ane M. V. See Pegorier, 
J 


Garcia—Peregrin, E. See Iglesias, J. 

Gardner, S. D. 

——-; Milligan, G.; Rice, J. E.; Wakelam, 
M. J. O. 

The effect of cholera toxin on the 
inhibition of vasopressin—stimulated 
inositol phospholipid hydrolysis is a 
cyclic AMP-mediated event at the 
level of receptor binding. 259: 679 

Garfinkel, D. See Garfinkel, L. 

Garfinkel, L. 

—-; Cohen, D. M.; Soo, V. W.; Garfink= 
el, D.; Kulikowski, C. A. 

An artificial—intelligence technique 
for qualitatively deriving enzyme 
kinetic mechanisms from initial-ve> 
locity measurements and its applica> 
tion to hexokinase. 264: 175 

Garg, M. L. 
—; Wierzbicki, A. A.; Thomson, A. B. 
R.; Clandinin, M. T. 

w-3 Fatty acids increase the arachi= 
donic acid content of liver cholester= 
ol ester and plasma triacylglycerol 
fractions in the rat. 261: 11 

Garland, L. G. See Bonser, R. W. 

Garner, C. D. See Arber, J. M. 

Garofano, L. See Barbieri, L. 

Garton, A. J. See Small, C. A. 

Gascard, P. 

—; Journet, E.; Sulpice, J. C.; Giraud, 
F 


Functional heterogeneity of polyphos= 





AUTHOR INDEX 


phoinositides in human erythro> 
cytes. 264: 547 

Gasset, M. 

——- Martinez del Pozo, A.; Onaderra, 
M.; Gavilanes, J. G. 

Study of the interaction between the 
antitumor protein a-sarcin and 
phospholipid vesicles. 258: 569 

Gaston, K. 
——-; Kolb, A.; Busby, S. 

Binding of the Escherichia coli cyclic 
AMP receptor protein to DNA 
fragments containing consensus 
nucleotide sequences. 261: 649 

Gatalica, Z. See Banfic, H. 
Gati, W. P. 
; Dagnino, L.; Paterson, A. R. P. 

Enantiomeric selectivity of adenosine 
transport systems in mouse erythro> 
cytes and L1210 cells. 263: 957 

Gauchy, J. See Beretz, A.; Freyssinet, 
J. M. 
Gauthier, Y. See Catelli, M. G. 
Gautier, N. See Baron, V. 
Gavagnin, M. See Porcelli, M. 
Gavilanes, J. G. See Gasset, M. 
Gawler, D. J. See Murphy, G. J. 
Gay, N. J. See Dyer, M. R. 
Gay, R. See Pihlajaniemi, T. 
Gay, S. See Pihlajaniemi, T. 
Gear, A. R. L. See Jones, G. D. 
Gedamu, L. See Olsson, P. E. 
Gee, N. S. See Jackson, R. G. 
; Howell, S.; Ryan, G.; Ragan, C. I. 

A monoclonal antibody to bovine 
brain inositol monophosphatase. 
Immunoaffinity purification of the 
brain and kidney enzymes and 
evidence for their structural identi 
ty. 264: 793 

Geelen, M. J. H. See Tijburg, L. B. 
M 


Geer, B. W. See Heinstra, P. W. H. 
Geiger, B. See Price, G. J. 

Geiger, O. 

——- Goerisch, H. 

Reversible thermal inactivation of 
the quinoprotein glucose dehydroge= 
nase from Acinetobacter calcoaceti= 
cus. Calcium ions are necessary for 
reactivation. 261: 415 

Gelboin, H. V. See Waxman, D. J. 

Gemoets, J. P. 

——-; Bravo, M.; McKenna, C. E.; Leigh, 
G. J.; Smith, B. E. 

Reduction of cyclopropene by NifV- 
and wild-type nitrogenases from 
Klebsiella pneumoniae. 258: 487 

Gemsa, D. See Pfannkuche, H. J. 
Geoghegan, K. F. See Sparkes, M. J. 
——; Dixon, H. B. F. 

Synthesis of 2—aminoethylarsonic 
acid. A new synthesis of primary 
amines. 260: 295 

George, G. N. 
——- Bare, R. E.; Jin, H.; Stiefel, E. L.; 
Prince, R. C. 

EPR spectroscopic studies on the 
molybdenum-iron site of nitrogenase 
from Clostridium pasteurianum. 
262: 349 

——-; Prince, R. C.; Stockley, K. E.; 
Adams, M. W. W. 

X-ray—absorption-spectroscopic 
evidence for a novel iron cluster in 
hydrogenase II from Clostridium 
pasteurianum. 259: 597 

——-,; Turner, N. A.; Bray, R. C.; Mor= 
ar F. F.; Boxer, D. H.; Cramer, 
. P. 


X-ray absorption and electron para> 
magnetic resonance spectroscopic 
studies of the environment of mo> 
lybdenum in high-pH and low-—pH 
forms of Escherichia coli nitrate 
reductase. 259: 693 


George, S. J. See Armstrong, F. A. 
—-,; Armstrong, F. A.; Hatchikian, E. 
C.; Thomson, A. J. 

Electrochemical and spectroscopic 
characterization of the conversion 
of the 7—-iron into the 8-iron form 
of ferredoxin III from Desulfovibrio 
africanus. Identification of a [4-= 
iron—4-sulfur] cluster with one 
non-cysteine ligand. 264: 275 

Gercken, G. See Guse, A. H. 

Gerner, E. W. See Harari, P. M. 
Gershengorn, M. C. See Cubitt, A. B. 
Geschwill, K. 

—— Lumper; L. 

Identification of cysteine residues in 
carbamoyl—-phosphate synthase I 
with reactivity enhanced by N-ace> 
tyl-L-glutamate. 260: 573 

Gevers, W. See Casciola, L. A. F. 

Ghazarian, J. G. See Gray, R. W. 

Ghisla, S. See Melde, K. 

Ghuysen, J. M. See Ei Kharroubi, A.; 
— M.; Piron—Fraipont, 


Giacobino, J. P. See Muzzin, P. 
Giacometti, G. See Beltramini, M. 
Giacometti, G. M. See Beltramini, M. 
Giardina, M. G. See Marchington, D. 


R. 
Gibbons, G. F. See Duerden, J. M.; 
Iglesias, J. 
Gibson, T. See Campbell, J. I. A. 
Gielens, C. See Tahon, J. P. 
Gierow, P. 
——-,; Jergil, B. 

Heterogeneity of smooth endoplasmic 
reticulum from rat liver studied by 
two-phase partitioning. 262: 55 

Gierschik, P. See McLeish, K. R. 
Gietzen, K. See Wuytack, F. 
Gilboa-Ron, A. 

——,; Rogel, A.; Hanski, E. 

Bordetella pertussis adenylate cyclase 

inactivation by the host cell. 
262: 25 
Gill, S. J. See Doyle, M. L. 
Gillespie, C. S. 
= — R.; Davidson, A.; Brophy, 


Characterization of a cytoskeletal 
matrix associated with myelin from 
rat brain. 260: 689 
Gilna, P. See Bettuzzi, S. 
Gimbrone, M. A. Jr. See Takayama, 
H 


Gimenez, C. See Zafra, F. 

Giorgi, D. See Rouquier, S. 

Giralt, M. See Martin, I. 

——-; Casteilla, L.; Vinas, O.; Mampel, 
T.; Iglesias, R.; Robelin, J.; Villarros 


ya, F. 

Iodothyronine 5'—deiodinase activity 
as an early event of prenatal 
brown-fat differentiation in bovine 
development. 259: 555 

Girard, J. See Burnol, A. F.; Issad, T.; 
Pegorier, J. P.; Penicaud, L. 

Giraud, F. See Gascard, P. 

Giroir, L. E. See Nation, M. D. 

Girones, N. 

——; Davis, Re: F- 

Comparison of the kinetics of cycling 
of the transferrin receptor in the 
presence or absence of bound difer= 
ric transferrin. 264: 35 

Gitlin, G. 
——-; Khait, I.; Bayer, E. A.; Wilchek, 
M.; Muszkat, K. A. 

Studies on the biotin—binding sites 
of avidin and streptavidin. A chem> 
ically induced dynamic nuclear 
polarization investigation of the 
status of tyrosine residues. 

259: 493 


Gittinger, C. See Hanekom, C. 

Giudicelli, J. See Delque Bayer, P. 

Glass, D. B. See Reed, J. 

Gleeson, P. A. 

——,; McNamara, M.; Wettenhall, R. E. 
H.; Stone, B. A.; Fincher, G. B. 

Characterization of the hydroxypro> 
line-rich protein core of an arabino= 
galactan-protein secreted from 
suspension—cultured Lolium multi= 
florum (Italian ryegrass) endosperm 
cells. 264: 857 

Glew, R. H. See Gopalan, V.; Mukho= 
padhyay, N. K. 

Glibetic, M. See Sevaljevic, L. 

Godfrey, P. P. 

Potentiation by lithium of CMP-> 
phosphatidate formation in carba> 
chol-stimulated rat cerebral—cortical 
slices and its reversal by myo-inosi> 
tol. 258: 621 

— H. See Geiger, O.; Sobek, 


Goger, M. See Topham, R. 
Gold, L. I. 
——-,; Schwimmer, R.; Quigley, J. P. 

Human plasma fibronectin as a sub= 
strate for human urokinase. 

262: 529 
Goldin, A. See Sim, E. 
Golds, E. E. 
——-, Mason, P.; Nyirkos, P. 

Inflammatory cytokines induce syn> 
thesis and secretion of gro protein 
and a neutrophil chemotactic factor 
but not 62—microglobulin in human 
synovial cells and fibroblasts. 

259: 585 

Goldsbrough, A. P. 

——-; Bulleid, N. J.; Freedman, R. B.; 
Flavell, R. B. 

Conformational differences between 
two wheat (Triticum aestivum) 
‘high—molecular—weight' glutenin 
subunits are due to a short region 
containing six amino acid differ= 
ences. 263: 837 

Goldstein, J. A. See Jacobs, J. M. 
Golsteyn, R. M. 
——,; Waisman, D. M. 

The purification of a 50 kDa pro= 
tein—actin complex from unfertilized 
sea urchin (Strongylocentrotus 
purpuratus) eggs. 257: 809 

The 50 kDa protein—actin complex 
from unfertilized sea urchin (Stron= 
gylocentrotus purpuratus) eggs. 
Interaction with actin. 257: 817 

Gomez-Foix, A. M. See Arino, J.; 
Babia, T.; Villar—Palasi, C. 

——-; Rodriguez-Gil, J. E.; Guinovart, 
J. J.; Bosch, F. 

Prostaglandins E2 and Fra affect 
glycogen synthase and phosphory= 
lase in isolated hepatocytes. 

261: 93 

Gomez—Munoz, A. 

——-; Hales, P.; Brindley, D. N.; Sancho, 
M. J 


Rapid activation of glycogen phos= 
phorylase by steroid hormones in 
cultured rat hepatocytes. 262: 417 

Gonias, S. L. See Anonick, P. K. 

Gonzalez—Pacanowska, D. See Iglesi= 
as, J. 

Gonzalez—Rodriguez, J. See Calvete, 
J 


Goodbody, K. C. See Hargreaves, A. 
J 


Goodchild, M. C. See Shori, D. K. 

Goodenough, P. W. See Pickersgill, 
R. W. 

Goodman, H. M. See Frick, G. P. 

Gopalan, V. 

——-; Daniels, L. B.; Glew, R. H.; 





Claeyssens, M. 

Kinetic analysis of the interaction of 
alkyl glycosides with two human 
B-glucosidases. 262: 541 

Gordon, J. See Guy, G. R. 
Goris, J. See Jessus, C. 
Gormal, C. See Kent, H. M. 
Goso, Y. 

——; Motta; K. 

Types of oligosaccharide sulfation, 
depending on mucus glycoprotein 
source, corpus or antral, in rat stom> 
ach. 264: 805 

Gottesman, M. M. See Smith, S. M. 
Gottlieb, L. D. See Kruckeberg, A. L. 
Gow, A. 

——,; Smith, R. 

The thermodynamically stable state 
of myelin basic protein in aqueous 
solution is a flexible coil. 257: 535 

Graham, M. N. 
——; Mantle, T. J. 

Purification of a class C A-type B-= 
lactamase from a derepressed strain 
of Enterobacter cloacae. Compari> 
son of the wild-type and mutant 
enzyme with those from strains P99, 
208 and GN7471. 260: 705 

Grand, R. J. See Buller, H. A. 
Grand, R. J. A. 

Acylation of viral and eukaryotic 

proteins. 258: 625 

Grant, D. 

—, Long, W. F.; Moffat, C. F.; Wil= 
liamson, F. B. 

Infrared spectroscopy of chemically 
modified heparins. 261: 1035 

——,; Long, W. F.; Williamson, F. B. 

Inhibition by glycosaminoglycans of 
calcium carbonate (calcite) crystalli= 
zation. 259: 41 

Grant, D. A. W. See Sharma, R. J. 

Grant, K. I. See Casciola, L. A. F. 

Grant, - E. See Ayad, S.; Canfield, 
A. E. 

Gratzer, W. See Nugent, J. H. A. 

Gratzer, W. B. See Pinder, J. C. 

Gratzl, M. See Foehr, K. J. 

Graves, J. D. See Alexander, D. R. 

Gray, I. P. See Sobey, W. J. 

Gray, P. J. 

—,; Duggleby, R. G. 

Analysis of kinetic data for irrevers= 
ible enzyme inhibition. 257: 419 

Gray, R. W. 
——-, Ghazarian, J. G. 

Solubilization and reconstitution of 
kidney 25—hydroxyvitamin D3 la- 
and 24—hydroxylases from vitamin 
D-replete pigs. 259: 561 

Green, A. 
—-; Johnson, J. L. 

Evidence for altered expression of 
the GTP-dependent regulatory 
proteins, Gs and G; in adipocytes 
from aged rats. 258: 607 

Green, A. K. See Taylor, D. S. 
Green, J. See Muallem, S. 
——- Dalton, H. 

A stopped-flow kinetic study of solus 
ble methane mono-oxygenase from 
Methylococcus capsulatus (Bath). 
259: 167 

Green, M. H. See Blomhoff, R. 
Greenberg, C. S. See Achyuthan, K. 
E 


Greenwood, C. See Foote, N. 

Gregory, P. See Periasamy, M. 

Greig, R. G. See Pritchard, M. L. 

Gremeaux, T. See Tanti, J. F. 

Grenfell, S. 

——-; Smithers, N.; Miller, K.; Solari, R. 

Receptor—mediated endocytosis and 

nuclear transport of human interleu= 
kin la. 264: 813 


Greulich, K. O. See Schenkel, J. 

Gries, A. 

——; Nimpf, J.; Wurm, H.; Kostner, G. 
M.; Kenner, T. 

Characterization of isoelectric subspe> 
cies of asialo—62-glycoprotein I. 
260: 531 

Griffin, G. E. See Edmonds, C. 
Griffith, D. A. See Williams, T. C. 
Griffiths, S. L. See Mitchell, F. M. 
Griglio, S. See Sultan, F. 

Grimble, R. F. See Charters, Y. 
Grinstein, S. See Nasmith, P. E. 
——-; Hill, M.; Furuya, W. 

Activation of electropermeabilized 
neutrophils by adenosine 5'-[y-> 
thio]triphosphate (ATP[S]). Role 
of phosphatases in stimulus—re= 
sponse coupling. 261: 755 

Groenen-Van Dooren, M. M. C. L. 
See Leyte, A. 

Grunebaum, L. See Freyssinet, J. M. 

Gualberto, A. 

——- Saggerson, E. D. 

Differentiation of rapid and slower-> 
acting effects of insulin on mito= 
chondrial processes in brown adipose 
tissue from streptozotocin—diabetic 
rats. 258: 309 

Gualde, N. See Lagarde, M. 

Guarnieri, C. See Flamigni, F. 

Guerrero, M. G. See Romero, J. M. 

Guest, J. R. See Buck, D. 

Guest, P. C. 

——-; Pipeleers, D.; Rossier, J.; Rhodes, 
C. J.; Hutton, J.C. 

Co-secretion of carboxypeptidase H 
and insulin from isolated rat islets 
of Langerhans. 264: 503 

——-,; Rhodes, C. J.; Hutton, J. C. 

Regulation of the biosynthesis of 
insulin secretory granule proteins. 
Coordinate translational control is 
exerted on some, but not all, granule 
matrix constituents. 257: 431 

Guicciardi, A. See Barbieri, L. 

Guillemette, G. 

——-; Boulay, G.; Gagnon, S.; Bosse, R.; 
Escher, E. 

The peptide encoded by angiotensin 
II complementary RNA does not 
interfere with angiotensin II action. 
Comments. 261: 309 

Guilloa, G. 
——-; Balestre, M. N.; Lombard, C.; 
Rassendren, F.; Kirk, C. J. 

Influence of bacterial toxins and 
forskolin upon vasopressin—induced 
inositol phosphate accumulation in 
WRK | cells. 260: 665 

Guindy, Y. S. 
——-, Samuelsson, T.; Johansen, T. I. 

Unconventional codon reading by 
Mycoplasma mycoides tRNAs as 
revealed by partial sequence analy> 
sis. 258: 869 

Guinovart, J. J. See Arino, J.; Babia, 
a A. M.,; Villar-Pala= 
ai,(C. 

Gullick, W. J. See Adams, J. C. 

Gulve, E. A. 

——- Dice, J. F. 

Regulation of protein synthesis and 
degradation in L8 myotubes. Ef 
fects of serum, insulin and insulin-> 
like growth factors. 260: 377 

Gunja-Smith, Z. 

——-,; Nagase, H.; Woessner, J. F. Jr. 

Purification of the neutral proteogly= 
can-degrading metalloproteinase 
from human articular cartilage 
tissue and its identification as stro> 
melysin matrix metalloproteinase—3 
258: 115 


AUTHOR INDEX 


Gunn, F. J. See Black, M. T. 
Guo, R. 
; Rideout, J. M.; Lim, C. K. 

Identification of meso—hydroxyuro=> 
porphyrin | in the urine of a patient 
with congenital erythropoietic por= 
phyria. 264: 293 

Guranowski, A. 
——-; Starzynska, E.; Taylor, G. E.; 
Blackburn, G. M. 

Studies of some specific AP4A-de> 
grading enzymes with the use of 
various methylene analogs of P!P4-> 
bis—(5',5'''—adenosyl) tetraphosp= 
hate. 262: 241 

Guse, A. H. 
—-; Berg, I.; Gercken, G. 

Metabolism of inositol phosphates in 
ai-adrenoceptor-stimulated and 
homogenized cardiac myocytes of 
adult rats. 261: 89 

Gustafsson, J. A. See Haldosen, L. A. 

Gutfreund, H. See Thorneley, R. N. 
F. 

Guthenberg, C. See Tahir, M. K. 

Gutierrez, L. M. 

——-; Hidalgo, M. J.; Palmero, M.; 
Ballesta, J. J.; Reig, J. A.; Garcia, 
A. G.; Viniegra, S. 

Phosphorylation of myosin light 
chain from adrenomedullary chro> 
maffin cells in culture. 264: 589 

Gutteridge, J. M. C. See Aruoma, O. 
I 


Gutteridge, S. 
——, Reddy, G. S.; Lorimer, G. 

The synthesis and purification of 
2'-carboxy—D-arabinitol 1—phos= 
phate, a natural inhibitor of ribulose 
1,5—bisphosphate carboxylase, inves> 
tigated by phosphorus-31 NMR. 
260: 711 

Guy, G. R. 
; Finney, M.; Michell, R. H.; Gors 
don, J. 

Mitogen-induced phosphorylation of 
human B-lymphocyte proteins. 
Relationship to protein kinase C 
activation. 263: 57 

Guzder, S. N. See Nation, M. D. 
Guzman, M. 
—-; Castro, J. 

Zonation of fatty acid metabolism in 

rat liver. 264: 107 


Haarr, L. See Langeland, N. 

Habermehl, G. G. See Meier, B. 

Hack, C. E. See Hoekzema, R. 

Haering, H. See Peyron, J. F. 

Haering, H. U. See Obermaier—Kus= 
ser, B. 

Haeussinger, D. 

—-; Stehle, T.; Colombo, J. P. 

Benzoate stimulates glutamate release 
from perfused rat liver. 264: 837 

Hagen, W. R. See Van der Kraaij, A. 
M. M. 

Hagiwara, H. See Uchida, K. 

Hagmann, W. 

—-; Parthe, S.; Kaiser, I. 

Uptake, production and metabolism 
of cysteinyl leukotrienes in the 
isolated perfused rat liver. Inhibition 
of leukotriene uptake by cyclospo> 
rin. 261: 611 

Haigh, J. R. 
——-; Parris, R.; Phillips, J. H. 

Free concentrations of sodium, potas> 
sium and calcium in chromaffin 
granules. 259: 485 

—; Phillips, J. H. 

A sodium/proton antiporter in chro> 
maffin—granule membranes. 
257: 499 





AUTHOR INDEX 


Haldosen, L. A. 
—, Andersson, G.; Gustafsson, J. A. 

Characterization of hepatic lactogen 
receptor. Subcellular distribution 
and characterization of N-linked 
carbohydrate chains. 263: 33 

Hales, P. See Gomez—Munoz, A. 

Halestrap, A. P. See Davidson, A. M.; 
Poole, R. C. 

Hall, A. See Lloyd, A. C.; Price, B. D. 

Hall, A. D. See Bowden, K. 

Hall, J. G. See Searle, M. S. 

Hallam, T. J. See Carter, T. D.; 
McCarthy, S. A.; Sage, S. O. 

——- Jacob, R.; Merritt, J. E. 

Influx of bivalent cations can be 
independent of receptor stimulation 
in human endothelial cells. 

259: 125 
Hallberg, A. See Berggren, P. O. 
Halldorsson, H. See Magnusson, M. 
K 


Hallinan, T. See Shepherd, S. R. P. 
Halline, A. G. 
——-, Dudeja, P. K.; Brasitus, T. A. 

Differential stimulation of S-adeno= 
sylmethionine decarboxylase by 
difluoromethylornithine in the rat 
colon and small intestine. 259: 513 

Halliwell, B. See Aruoma, O. I. 
Halpern, J. B. See Baldwin, J. E. 
Hambleton, S. See Watson, S. P. 
Hamed, K. See Sarti, P. 

Hamill, D. R. See Britigan, B. E. 
Hammacher, A. 

——-; Nister, M.; Heldin, C. H. 

The A-type receptor for platelet-de= 
rived growth factor mediates protein 
tyrosine phosphorylation, receptor 
transmodulation and a mitogenic 
response. 264: 15 

Hammaker, L. See Vanstapel, F. 
Hammond, J. R. 
——- Johnstone, R. M. 

Solubilization and reconstitution of a 
nucleoside-transport system from 
Ehrlich ascites-tumor cells. 

262: 109 
Hanahan, D. J. See Chao, W. 
Hancock, J. T. 
——-,; Maly, F. E.; Jones, O. T. G. 

Properties of the superoxide-generat= 
ing oxidase of B-lymphocyte cell 
lines. Determination of Michaelis 
parameters. 262: 373 

Handley, C. J. See Campbell, M. A.; 
Ng, C. K. 

Hanekom, C. 

——-; Nel, A.; Gittinger, C.; Rheeder, A.; 
Landreth, G. 

Complexing of the CD-3 subunit by a 
monoclonal antibody activates a 
microtubule—associated protein 2 
(MAP-2) serine kinase in Jurkat 
cells. 262: 449 

Hanley, M. R. See Benton, H. P.; 
Probert, L. 

Hannukainen, R. See Lahti, R. 

Hansen, H. F. See Knudsen, J. 

Hansen, H. O. See Knudsen, J. 

Hansen, O. See Everts, M. E. 

Hanski, E. See Gilboa—Ron, A. 

Hara, A. 

——,; Harada, T.; Nakagawa, M.; Matsu> 
ura, K.; Nakayama, T.; Sawada, H. 

Isolation from pig lens of two proteins 
with dihydrodiol dehydrogenase 
and aldehyde reductase activities. 
264: 403 

Harada, T. See Hara, A. 

Harari, P. M. 

—, Tome, M. E.; Fuller, D. J. M.; 
Carper, S. W.; Gerner, E. W. 

Effects of diethyldithiocarbamate 
and endogenous polyamine content 


on cellular responses to hydrogen 
peroxide cytotoxicity. 260: 487 
Hardiman, J. See Segal, J. 
Harding, J. J. See Martin, S. 
Harding, S. E. See Chin, T. K.; 
Marsh, E. N.; Molina—Garcia, A. D. 
Hardingham, T. E. See Fosang, A. J.; 
Thornton, D. J. 
Hardwick, B. S. See Mason, R. W. 
Hardy, D. M. 
——-; Schoots, A. F. M.; Hedrick, J. L. 

Caprine acrosin. Purification, charac> 
terization and proteolysis o* the 
porcine zona pellucida. 257: 447 

Hargreaves, A. J. 
——-; Goodbody, K. C.; Lloyd, C. W. 

Reconstitution of intermediate fila= 
ments from a higher plant. 

261: 679 

Harley, C. B. 

——-,; Menon, C. R.; Rachubinski, R. A.; 
Nieboer, E. 

Metallothionein mRNA and protein 
induction by cadmium in peripheral 
blood leukocytes. 262: 873 

Harms, E. See Lieser, M. 

Harrison, F. L. See Wilson, T. J. G. 
Harrison, L. C. See Jonas, H. A. 
Harrison, R. A. See Pemberton, P. A. 
— R. A. P. See Roldan, E. R. 


Hart, G. J. See Miller, A. D. 
Hart, R. W. See Prasanna, H. R. 
Hartshorr, R. T. 

——-,; Moore, G. R. 

A denaturation—induced proton—up> 
take study of horse ferricytochrome 
c. 258: 595 

Hartweg, D. See Wuytack, F. 
Harvey, H. J. 
; Venis, M. A.; Trewavas, A. J. 

Partial purification of a protein from 
maize (Zea mays) coleoptile mem= 
branes binding the calcium channel 
antagonist verapamil. 257: 95 

Hasenfratz, M. P. See Benveniste, I. 
Hashimoto, Y. See Colbran, R. J. 
Hasilik, A. See Redecker, B. 
Hasinoff, B. B. 

——;'Davey, J.P. 

The inhibition of a membrane-bound 
enzyme as a model for anesthetic 
action and drug toxicity. 258: 101 

Haskell, K. M. See Nakada, M. T. 

Hasnain, S. See Laycock, M. V. 

Hasnain, S. S. See Arber, J. M. 

Hassell, J. R. See Mukhopadhyay, N. 
K. 

Hassett, D. J. See Britigan, B. E. 

Hassinen, I. E. See Sundgqvist, K. E. 

Hata, Y. 

——, Ogata, E.; Kojima, I. 

Platelet-derived growth factor stimu 
lates synthesis of 1,2—diacylglycerol 
from monoacylglycerol in Balb/c 
3T3 cells. 262: 947 

Hatae, T. See Kijimoto—Ochiai, S. 

Hatchikian, E. C. See Armstrong, F. 
A.; George, S. J. 

Hattori, H. See Nakashima, S. 

Haugen, S. See Sinclair, P. 

Haumont, P. Y. See Rothhut, B. 

Hausen, A. See Werner, E. R. 

Hausser, H. 

——-; Hoppe, W.; Rauch, U.; Kresse, H. 

Endocytosis of a small dermatan 
sulfate proteoglycan. Identification 
of binding proteins. 263: 137 

Havinga, R. See Kuipers, F. 
Hawdon, J. M. 
——,; Emmons, S. W.; Jacobson, L. A. 

Regulation of proteinase levels in the 
nematode Caenorhabditis elegans. 
Preferential depression by acute or 
chronic starvation. 264: 161 


Hawkins, H. C. See Paver, J. L. 

Hawkins, P. T. See King, C. E.; Ste= 
phens, L.; Stephens, L. R. 

Hay, R. T. 

—; Russell, W. C. 

Recognition mechanisms in the syn= 

thesis of animal virus DNA. 258: 3 
Hay, S. M. See Maltin, C. A. 
Hayashi, H. See Adachi, H. 

Hayashi, J. See Piltch, A.; Sun, L. 
Hayashi, S. See Murakami, Y. 
Haye-Legrand, I. See Dulioust, A. 
Hayes, J. D. See McLellan, L. I. 
——-; Kerr, L. A.; Cronshaw, A. D. 

Evidence that glutathione S-transfer= 
ases BiB; and B2B2 are the products 
of separate genes and that their 
expression in human liver is subject 
to inter—individual variation. Mo> 
lecular relationships between B 
and B2 subunits and other alpha-= 
class glutathione S-transferases. 
264: 437 

Hayes, P. K. See Walsby, A. E. 
Hayman, A. R. 
——, Warburton, M. J.; Pringle, J. A. 

S.; Coles, B.; Chambers, T. J. 

Purification and characterization of a 
tartrate—resistant acid phosphatase 
from human osteoclastomas. 

261: 601 
Headrick, J. P. 
—-; Willis, R. J. 

5'-Nucleotidase activity and adeno= 
sine formation in stimulated, hypox= 
ic and underperfused rat heart. 
261: 541 

Healey, J. See Sinclair, P. 
Heby, O. See Holm, I. 

Heden, L. O. See Hederstedt, L. 
Hederstedt, L. 

—; Hedea, L. O. 

New properties of Bacillus subtilis 
succinate dehydrogenase altered at 
the active site. The apparent active 
site thiol of succinate oxidoreductas= 
es is dispensable for succinate oxi> 
dation. 260: 491 

Hedrick, J. L. See Hardy, D. M. 
Heeley, D. H. 
——-; Smillie, L. B.; Lohmeier—Vogel, E. 

M 


Effects of deletion of tropomyosin 
overlap on regulated actcmyosin 
subfragment | ATPase. 258: 831 

Heffernan, L. M. See DenBesten, P. 
K. 

Heggie, P. E. See Doherty, F. J. 

Heimberg, M. See Khan, B.; Salam, 
W.H 


Heinstra, P. W. H. 
——-; Geer, B. W.; Seykens, D.; Langev= 
in, M. 

The metabolism of ethanol—derived 
acetaldehyde by alcohol dehydroge= 
nase (EC 1.1.1.1) and aldehyde 
dehydrogenase (EC 1.2.1.3) in Dro= 
sophila melanogaster larvae. 

259: 791 
Heizmann, C. W. See Kuznicki, J. 
Heldin, C. H. See Hammacher, A.; 
Heldin, P. 
Heldin, P. 
—; Laurent, T. C.; Heldin, C. H. 

Effect of growth factors on hyaluro> 
nan synthesis in cultured human 
fibroblasts. 258: 919 

Hellman, L. See Kjellen, L. 
Helmke, S. M. 
——-; Cooper, D. M. F. 

Solubilization of stable adenosine Al 

receptors from rat brain. 257: 413 
Hembry, R. M. See Murphy, G. 
Henderson, L. M. 

——-, Chappell, J. B.; Jones, O. T. G. 





16 


Superoxide generation is inhibited 
by phospholipase A2 inhibitors. 
Role for phospholipase A2 in the 
activation of the NADPH oxidase. 
264: 249 

Henquin, J. C. See Bertrand, G. 

Henschen, A. See Calvete, J. J. 

Herbert, V. See Shaw, S. 

Hernandez-Arana, A. See Solis-Men= 
diola, S. 

Herron, R. 

——-; Smith, G. A. 

Identification and immunochemical 
characterization of the human 
erythrocyte membrane glycoproteins 
that carry the Xge antigen. 

262: 369 
Hershey, J. W. B. See Lopo, A. C. 
Hervagault, J. F. See Aon, M. A. 
Hesketh, J. E. See Palmer, R. M. 
Heusser, C. See De Gasparo, M. 
Hew, C. L. See Calvete, J. J. 
Hexham, J. M. See Alexander, D. R. 
Heyworth, P. G. 
——, Shrimpton, C. F.; Segal, A. W. 

Localization of the 47 kDa phospho= 
protein involved in the respiratory-> 
burst NADPH oxidase of phagocytic 
cells. 260: 243 

Hidalgo, M. J. See Gutierrez, L. M. 
Hider, = C. See Sarti, P.; Winyard, 
P 


——; Lerch, K. 

The inhibition of tyrosinase by pyri> 

dinones. 257: 289 
Higazi, A. A. R. 
——; Mayer, M. 

Effects of penicillins and 6-amino> 
hexanoic acid on the kinetics of 
human plasmin. 260: 609 

Higgins, J. A. 
—;; Hitchin, B. W.; Low, M. G. 

Phosphatidylinositol—-specific phos> 
pholipase C of Bacillus thuringiensis 
as a probe for the distribution of 
phosphatidylinositol in hepatocyte 
membranes. 259: 913 

Higgins, P. J. 
——-; Ryan, M. P. 

Biochemical localization of the trans= 
formation-sensitive 52 kDa (p52) 
protein to the substratum contact 
regions of cultured rat fibroblasts. 
Butyrate induction, characteriza> 
tion, and quantification of p52 in 
v-ras transformed cells. 257: 173 

High, S. 
——-; Tanner, M. J. A.; Macdonald, E. 
B.; Anstee, D. J. 

Rearrangements of the red—cell mem= 
brane glycophorin C (sialoglycopro= 
tein 8) gene. A further study of 
alterations in the glycophorin C 
gene. 262: 47 

Hiipakka, R. A. See Bettuzzi, S. 

Hill, M. See Grinstein, S. 

Hille, A. See Wendland, M. 

Hiller, Y. See Bayer, E. A. 

Hiltunen, J. K. See Sundgqvist, K. E. 
Hirabayashi, Y. See Honda, A. 
Hirama, T. See Laycock, M. V. 
Hirashima, Y. 

——,; Farooqui, A. A.; Horrocks, L. A. 

Fluorimetric coupled enzyme assay 
for lysoplasmalogenase activity in 
liver. 260: 605 

Hirose, S. See Uchida, K. 

Hirsh, J. See Ofosu, F. A. 

Hirvonen, A. 

——-, Eloranta, T.; Hyvonen, T.; Alho= 
nen, L.; Janne, J. 

Characterization of difluoromethylor= 
nithine-resistant mouse and human 
tumor cell lines. 258: 709 


Hissey, P. See Solari, R. 

Hitchcock, C. A. 

—; Brown, S. B.; Evans, E. G. V.; 
Adams, D. J. 

Cytochrome P-450-dependent 14a-> 
demethylation of lanosterol in Can= 
dida albicans. 260: 549 

——-,; Dickinson, K.; Brown, S. B.; Ev= 
ans, E. G. V.; Adams, D. J. 

Purification and properties of cyto> 
chrome P-450-dependent 14a-ster= 
ol demethylase from Candida albi= 
cans. 263: 573 

Hitchen, M. See Franklin, T. J. 

Hitchin, B. W. See Higgins, J. A. 

Hitier, Y. See Penicaud, L. 

Hitomi, M. See Kimura, H. 

Hixson, D. C. See Piazza, G. A. 

Ho, P. W. M. See Pun, K. K. 

Hoehn, H. See Poot, M. 

Hoejrup, P. See Klarskov, K.; Knud> 
sen, J. 

Hoekzema, R. 

——-; Brouwer, M. C.; De Graeff-Meed= 
er, E. R.; Van Helden, H. P. T.; 
Hack, C. E. 

Biosynthesis of normal and low-mo> 
lecular-mass complement compo> 
nent Clq by cultured human mono> 
cytes and macrophages. 257: 477 

Hoffmann, J. 

——-; Schwoch, G. 

Coordinated changes in the cyclic 
AMP signalling system and the 
phosphorylation of two nuclear 
proteins of Mr 130,000 and 110,000 
during proliferative stimulation of 
the rat parotid gland by isoprena> 
line. Possible identity of the two 
proteins with pp135 and nucleolin. 
263: 785 

Hofstee, B. See Princen, H. M. G. 

Hofsteenge, J. See Wallace, A. 

Holdup, D. See Li, B. F. L. 

Hollenberg, M. D. See Blay, J. 

Holm, I. 

——-; Persson, L.; Pegg, A. E.; Heby, O. 

Effects of S-adenosyl-1,8—diamino-= 
3-thio—octane and S—methyl-S'-me>= 
thylthioadenosine on polyamine 
synthesis in Ehrlich ascites—tumor 
cells. 261: 205 

——-; Persson, L.; Stjernborg, L.; Thors= 
son, L.; Heby, O. 

Feedback control of ornithine decar= 
boxylase expression by polyamines. 
Analysis of ornithine decarboxylase 
mRNA distribution in polysome 
profiles and of translation of this 
mRNA in vitro. 258: 343 

Holmes, C. See Wainwright, S. D. 

Holmsen, H. See Langeland, N.; 

Steen, V. M. 

——-; Male, R.; Rongved, S.; Langeland, 
N.; Lillehaug, J. 

Platelet—derived—growth—factor—-stim= 
ulated heterogeneous polyphosphoi> 
nositide metabolism and phosphate 
uptake in C3H fibroblasts. 

260: 589 

Holness, M. J. See Sugden, M. C. 

—— fiw; Y. bs sageen M:'C. 

Time courses of the responses of 
pyruvate dehydrogenase activities 
to short-term starvation in dia> 
phragm and selected skeletal mus> 
cles of the rat. 264: 771 

——, Sugden, M. C. 

Pyruvate dehydrogenase activities 
during the fed—-to-starved transition 
and on refeeding after acute or 
prolonged starvation. 258: 529 

Comparison of tissue pyruvate dehy> 
drogenase activities on re-feeding 
rats fed ad libitum or meal-fed rats 
with a chow-diet meal. 262: 321 


AUTHOR INDEX 


Holroyd, J. A. See Brown, S. B. 

Honda, A. 

——-; Tsuboi, I.; Kimata, K.; Hirabaya> 
shi, Y.; Yamada, K.; Mori, Y. 

Abnormal synthesis of cartilage-char> 
acteristic proteoglycan in azase> 
rine-induced micromelial limbs. 
261: 627 

Honore, B. 
——- Pedersen, A. O. 

Conformational changes in human 
serum albumin studied by fluores= 
cence and absorption spectroscopy. 
Distance measurements as a function 
of pH and fatty acids. 258: 199 

Hooper, N. M. See Littlewood, G. M. 
—=—— Turner, A.J. 

Ectoenzymes of the kidney microvil= 
lar membrane. Isolation and char= 
acterization of the amphipathic 
form of renal dipeptidase and hy= 
drolysis of its glycosyl—phosphati= 
dylinositol anchor by an activity in 
plasma. 261: 811 

Hopgood, M. F. See Knowles, S. E. 
—-,; Knowles, S. E.; Ballard, F. J. 

Proteolysis of N—ethylmaleimide-> 
modified aldolase loaded into eryth= 
rocyte ghosts: prevention by inhib= 
itors of calpain. 259: 237 

Hopkins, C. R. See Beaumelle, B. D. 

Hoppe, W. See Hausser, H. 

Hopper, D. J. See Reeve, C. D. 

Hopwood, J. J. See Clements, P. R.; 
Freeman, C. 

Horak, A. 

—-; Horak, H.; Dunbar, B.; Fothergill, 
J. E.; Wilson, S. B. 

Plant mitochondrial F;-ATPase. 

The presence of oligomycin-sensitiv= 
ity-conferring protein (OSCP). 
263: 301 

Horak, H. See Horak, A. 

Hori, Y. See Osaki, M. 

Horie, S. 

——-, Suga, T. 

Participation of peroxisomes in lipid 
biosynthesis in the harderian gland 
of guinea pig. 262: 677 

Horner, A. A. 

Molecular—size—dependent variations 
in the proportions of chains with 
high binding affinities for anti= 
thrombin in rat skin heparin proteo> 
glycans. 262: 953 

Horrocks, L. A. See Hirashima, Y. 
Horst, C. 
—-; Rokos, H.; Seitz, H. J. 

Rapid stimulation of hepatic oxygen 
consumption by 3,5—di-iodo-L-thy= 
ronine. 261: 945 

Horst, M. See Redecker, B. 
Horuk, R. 
—; McCubrey, J. A. 

The interleukin—1 receptor in Raji 
human B-lymphoma cells. Molecu= 
lar characterization and evidence 
for receptor—mediated activation of 
gene expression. 260: 657 

Hosoya, T. See Ohmori, T. 
Hothi, S. K. 
——-; Randall, D. P.; Titheradge, M. A. 

[Leu]enkephalin stimulates carbohy= 
drate metabolism in isolated hepato> 
cytes and kidney tubule fragments 
by interaction with angiotensin II 
receptors. 257: 705 

Hott, J. L. 
——; Borkman, R. F. 

The non-fluorescence of 4—fluorotryp= 
tophan. 264: 297 

Hotta, K. See Goso, Y. 
Hougaard, D. M. See Richelsen, B. 
Hough, D. W. See Smith, L. D. 





AUTHOR INDEX 


Houslay, M. D. See Anderson, N. G.; 
Kilgour, E.; Lloyd, A. C.; Mitchell, 
F. M.; Murphy, G. J.; Ohisalo, J. J.; 
Pyne, N. J.; Spence, S. 

Houweling, M. See Tijburg, L. B. M. 

Hovik, R. See Osmundsen, H. 

——,; Osmundsen, H. 

A kinetic investigation of the acyl-> 
CoA oxidase reaction with the use 
of a novel spectrophotometric assay. 
Inhibition by acetyl-CoA, CoA and 
FMN. 263: 297 

Howarth, J. V. See Thorneley, R. N. 
F 


Howarth, O. W. 
——,; Thompson, M. J.; Rees, H. H. 

Reaction of 3-dehydroecdysone with 
certain NMR solvents. 259: 299 

Howe, P. H. 
—-; Leof, E. B. 

Transforming growth factor 81 treat= 
ment of AKR-2B cells is coupled 
through a pertussis—toxin-sensitive 
G-protein(s). 261: 879 

Howell, G. M. 
—; Po, C.; Lefebvre, Y. A. 

Identification of dexamethasone-> 
binding sites on male rat liver plas= 
ma membranes by affinity labeling. 
260: 435 

Howell, S. See Gee, N. S. 

Howell, S. L. See Persaud, S. J. 

Howlett, S. See Charuk, J. H. M. 

Hsiao, P. W. See Liu, C. S. 

Hsu, Y. P. P. See Powell, J. F. 

Hsuan, J. J. 

—; Downward, J.; Clark, S.; Water= 
field, M. D. 

Proteolytic generation of constitutive 
tyrosine kinase activity of the hu= 
man insulin receptor. 259: 519 

——-; Totty, N.; Waterfield, M. D. 

Identification of a novel autophos> 
phorylation site (P4) on the epider= 
mal growth factor receptor. 

262: 659 
Hu, C. 
; Van Huystee, R. B. 

Role of carbohydrate moieties in 
peanut (Arachis hypogaea) peroxi> 
dases. 263: 129 

Hubbard, A. L. See Solari, R. 

Huber, S. See Kuznicki, J. 

Huckerby, T. N. See Sanderson, P. 
N.; Thornton, D. J. 

Hudson, E. A. See Finucane, M. D. 

Hue, L. See Crepin, K. M.; Rider, M. 
H 


Huggins, J. P. See Cook, E. A. 
——-; Cook, E. A.; Piggott, J. R.; Mat= 
tinsley, T. J.; England, P. J. 

Phospholamban is a good substrate 
for cyclic GMP-dependent protein 
kinase in vitro, but not in intact 
cardiac or smooth muscle. 260: 829 

Hughes, B. P. 
——-~, Barritt, G. J. 

Evidence that guanosine 5'-[y-thio]> 
triphosphate stimulates plasma 
membrane calcium inflow when 
introduced into hepatocytes. 

257: 591 

Hughes, H. M. 

—-; Powell, G. M.; Snodin, D. J.; Dan= 
iel, J. W.; Crawford, A.; Sanders, J. 
K. M.; Certss,.C. G. 

Glutathione-dependent dechlorination 
of 1,6-dichloro—1,6—dideoxyfructose 
259: 537 

Hughes, J. H. See Easom, R. A. 
Hughes, R. C. See Stirpe, F. 
Hultgren, P. See Low, R. B. 
Hummel, B. C. W. See Bhat, G. B. 
Hummerich, H. 

—-; Soboll, S. 


Rapid stimulation of calcium uptake 
into rat liver by L-triiodothyronine. 
258: 363 

Humphreys-Beher, M. G. 

Correction: isoprenaline—induced 
transcription of 48—galactosyltrans= 
ferase is inhibited by both cyclohex= 
imide and actinomycin D in rat 
parotid acinar cells. 263: 998 

Hunkeler, M. J. See Benson, A. M. 

Hunt, J. T. 

——-; Floyd, D. M.; Lee, V. G.; Little, 
D. K.; Moreland, S. 

Minimum requirements for inhibition 
of smooth-muscle myosin light-> 
chain kinase by synthetic peptides. 
237: 73 

Hunter, D. J. B. 
——-, Brown, K. R.; Pettigrew, G. W. 

The role of cytochrome c4 in bacterial 
respiration. Cellular location and 
selective removal from membranes. 
262: 233 

Hunziker, P. E. See Kuznicki, J. 

Hutton, J. C. See Guest, P. C.; Rho= 
des, C. J. 

Hyvonen, T. See Hirvonen, A. 


Iglesias, J. 
——- Gibbons, G. F. 

Regulation of hepatic cholesterol 
biosynthesis. Effects of a cyto> 
chrome P-450 inhibitor on the 
formation and metabolism of oxy> 
genated sterol products of lanoster= 
ol. 264: 495 

——-, Gonzalez—Pacanowska, D.; Marco, 
C.; Garcia—Peregrin, E. 

Regulation of mevalonate 5—pyro> 
phosphate decarboxylase in isolated 
cells from chick intestinal epitheli= 
um. 260: 333 

Iglesias, R. See Giralt, M.; Martin, I. 

Ikebuchi, H. See Nagamatsu, K. 

Iles, R. A. See Beech, J. S. 

Ilett, K. F. See Minchin, R. F. 

Ilic, V. See Oller do Nascimento, C. 
M.; Tedstone, A. E. 

Imai, T. See Onishi, S. 

Imaizumi, T. See Kanoh, H. 

Ingbar, S. H. See Segal, J. 

Ingledew, W. J. See Rothery, R. A. 

Ingram, J. See Barnes, K. 

Inoue, K. See Kinoshita, T. 

Inoue, T. 

—,; Yamada, T.; Furuya, E.; Tagawa, 
K. 

Calcium-induced accumulation of 
pyrophosphate in mitochondria 
during acetate metabolism. 

262: 965 
Ioannidis, I. See Kent, H. M. 
Iovanna, J. See Rouquier, S. 
Irie, S. 

; Minguell, J. J.; Tavassoli, M. 

Comparison of desialylation of rat 
transferrin by cellular and noncellus 
lar methods. 259: 427 

——- Tavassoli, M. 

Desialylation of transferrin by liver 
endothelium is selective for its 
triantennary chain. 263: 491 

Irvine, R. F. See Cullen, P. J.; Will= 
cocks, A. L.; Wreggett, K. A. 

Ishikawa, Y. See Thomas, T. C. 

Isobe, K. See Onishi, S. 

Issad, T. 

——-; Ferre, P.; Pastor—Anglada, M.; 
Baudon, M. A.; Girard, J. 

Development of insulin sensitivity in 
white adipose tissue during the 
suckling—weaning transition in the 
rat. Involvement of glucose trans> 
port and lipogenesis. 264: 217 


Itoh, S. See Onishi, S. 

Itzkowitz, S. H. See Byrd, J. C. 
Ivanova, E. See Tsvetkov, S. 
Ivanovic—Matic, S. See Sevaljevic, L. 
Iveson, G. P. 

——-; Bird, S. J.; Lloyd, J. B. 

Passive diffusion of non-electrolytes 
across the lysosome membrane. 
261: 451 

Iwasa, F. 
——-; Sassa, S.; Kappas, A. 

The effects of acute-phase inducers 
and dimethyl sulfoxide on 6-amino> 
levulinate synthase activity in hu= 
man HepG2 hepatoma cells. 

259: 605 

6-Aminolevulinate synthase in human 
HepG2 hepatoma cells. Repression 
by hemin and induction by chemi= 
cals. 262: 807 

Iwase, K. See Bhat, G. B. 
Izsvak, Z. 
—; Duda, E. 

'Star' activity and complete loss of 
specificity of CeqI endonuclease. 
258: 301 


Jackson, B. See Eldredge, E. R. 

Jackson, M. J. See Phoenix, J. 

Use of inhibitors in studies of the 
processes of cytosolic enzyme release 
from skeletal muscle. Reply to 
comments. 257: 621 

Jackson, R. G. 

—; Gee, N. S.; Ragan, C. I. 

Modification of myo-inositol monop= 
hosphatase by the arginine-specific 
reagent phenylglyoxal. 264: 419 

Jackson, T. R. See Benton, H. P. 

Jacob, R. See Hallam, T. J. 

Jacobs, J. M. 

——- Sinclair, P. R.; Bement, W. J.; 
Lambrecht, R. W.; Sinclair, J. F.; 
Goldstein, J. A. 

Oxidation of uroporphyrinogen by 
methylcholanthrene-induced cyto= 
chrome P-450. Essential role of 
cytochrome P-450d. 258: 247 

Jacobsen, C. 

——- Roeigaard-Petersen, H.; Sheikh, 
M. I 


Potassium channels in the luminal 
membrane of rabbit proximal 
straight tubule. Evidence from 
vesicle studies. 262: 271 

Jacobson, K. B. 
——-,; Manos, R. E. 

Effects of sepiapterin and 6—acetyl= 
dihydrohomopterin on the guanosine 
triphosphate cyclohydrolase I of 
mouse, rat and the fruit fly Droso> 
phila. 260: 135 

Jacobson, L. A. See Hawdon, J. M. 

Jacobsson, A. See Obregon, M. J. 

Jacques, P. See El Kharroubi, A. 

Jadot, M. 

—, Wattiaux—De Coninck, S.; Wat= 
tiaux, R. 

The permeability of lysosomes to 
sugars. Effect of diethylstilbestrol 
on the osmotic activation of lyso= 
somes induced by glucose. 262: 981 

Jakobs, K. H. See McLeish, K. R. 
Jamieson, J. C. See Lammers, G. 
Jan, N. See Molina—Garcia, A. D. 
Janne, J. See Hirvonen, A. 

Jans, A. W. H. 

The fate of [3—!3C]citrate in renal 
cells monitored by carbon—13 NMR. 
Reply to comments. 263: 997 

—; Willem, R. 

A carbon-13 NMR investigation of 
the metabolism of amino acids in 
renal proximal convoluted tubules 





of normal and streptozotocin-treated 
rats and rabbits. 263: 231 

—-,; Winkel, C.; Buitenhuis, L.; Lug= 
tenburg, J. 

Carbon-13 NMR study of citrate 
metabolism in rabbit renal proxi> 
mal-tubule cells. 257: 425 

Jarvis, S. M. See Williams, T. C. 
Javitt, N. B. 
; Budai, K. 

Cholesterol and bile acid synthesis in 
Hep G2 cells. Metabolic effects of 
26- and 7a—-hydroxycholesterol. 
262: 989 

Jayatilleke, E. See Shaw, S. 
Jefferis, R. See Walker, M. R. 
Jennings, I. G. See Parniak, M. A. 
Jensson, H. See Aalin, P.; Di Simpli= 
cio, P. 
Jentsch, T. J. 
; Garcia, A. M.; Lodish, H. F. 

Primary structure of a novel 4-ace> 
tamido—4'—isothiocyanostilbene—2,> 
2'-disulfonic acid (SITS)—binding 
membrane protein highly expressed 
in Torpedo californica electroplax. 
261: 155 

Jergil, B. See Gierow, P. 

Jespersen, H. See Svensson, B. 

Jessup, W. See Bedwell, S. 

Jessus, C. 

— Goris, J.; Staquet, S.; Cayla, X.; 
Ozon, R.; Merlevede, W. 

Identification of the ATP + magnesi= 
um-dependent and polycation-stim> 
ulated protein phosphatases in the 
germinal vesicle of the Xenopus 
oocyte. 260: 45 

Jimenez, B. 
——-,; Pestana, A.; Fernandez—Renart, 


A phospholipid-stimulated protein 
kinase from Dictyostelium discoide> 
um. 260: 557 

Jimenez, R. See Monte, M. J. 
Jimenez, S. A. See Baldwin, C. T. 
Jin, H. See George, G. N. 
Job, C. See De Mercoyrol, L. 
Job, D. See De Mercoyrol, L. 
Joernvall, H. See Aalin, P.; Morgenst= 
ern, R. 
Johansen, T. I. See Guindy, Y. S. 
Johansson, G. See Persson, L. O. 
Johansson, S. See Smedsroed, B. 
Johnson, D. W. See Street, J. M. 
Johnson, J. L. See Green, A. 
Johnston, J. D. 
——-; Brand, M. D. 

Sub-micromolar concentrations of 
extramitochondrial calcium stimu= 
late the rate of citrulline synthesis 
by rat liver mitochondria. 257: 285 

Johnstone, A. See King, S. 

Johnstone, A. P. See Edmonds, C. 

Johnstone, R. M. See Hammond, J. 
R 


Jolivet, A. See Vu Hai Mai Thu 
Jonas, H. A. 
——, Cox, A. J.; Harrison, L. C. 
Delineation of atypical insulin recep= 
tors from classical insulin and type I 
insulin-like growth factor receptors 
in human placenta. 257: 101 
Jonas, S. K. 
——-,; Riley, P. A.; Willson, R. L. 
Hydrogen peroxide cytotoxicity. 
Low-temperature enhancement by 
ascorbate or reduced lipoate. 
264: 651 
Jones, A. E. See Marchington, D. R. 
Jones, G. See Makin, G. 
Jones, G. D. 
—- Carty, D. J.; Freas, D. L.; Spears, 
J: 1.3 %Gear, ASR. L. 
Effects of separate proteolytic and 


high-affinity binding activities of 
human thrombin on rapid platelet 
activation. A quenched-flow study. 
262: 611 
Jones, O. T. G. See Ellis, J. A.; Han= 
cock, J. T.; Henderson, L. M. 
Jones, P. See Price, G. J. 
Jones, P. C. See Bradway, S. D. 
Jones, P. M. See Persaud, S. J. 
Jones, R. M. See Prasad, M. R. 
Jordan, P. M. See Alwan, A. F. 
Joris, B. See Leyh—Bouille, M. 
Joseph, C. R. See Roman-Lopez, C. 
R. 
Joseph, L. J. See Reilly, J. J. Jr. 
Joseph, S. See Krishnamurthi, S. 
Joseph, S. K. 
——-; Esch, T.; Bonner, W. D. Jr. 
Hydrolysis of inositol phosphates by 
plant cell extracts. 264: 851 
— Rice, H. L.; Williamson, J. R. 
The effect of external calcium and 
pH on inositol trisphosphate-medi> 
ated calcium release from cerebellum 
microsomal fractions. 258: 261 
Journet, E. See Gascard, P. 
Joyard, J. See Alban, C.; Dumas, R. 
Judson, P. A. See Tate, C. G. 
Jung, J. S. 
——- Kim, Y. K.; Lee, S. H. 
Characteristics of tetraethylammonium 
transport in rabbit renal plasma-—> 
membrane vesicles. 259: 377 
Jungmann, R. A. See Squinto, S. P. 
Jurin, R. R. See McCune, S. A. 


Kaciuba-Uscilko, H. See Dubaniew= 
icz, A. 

Kaever, V. See Pfannkuche, H. J. 

Kaiser, I. See Hagmann, W. 

Kajander, E. O. 

——-, Kauppinen, L. I.; Pajula, R. L.; 
Karkola, K.; Eloranta, T. O. 

Purification and partial characteriza> 
tion of human polyamine synthases. 
259: 879 

Kakkar, V. See Scully, M. F. 

Kakkar, V. V. See Krishnamurthi, S.; 
Wheeler—Jones, C. P. D. 

Kalb, J. M. See Falany, C. N. 

Kalkkinen, N. See Baumann, M. 

Kalunta, C. I. See Lee, G. H. D. 

Kaminskas, E. 

—-, Li, J.C. 

DNA fragmentation in permeabilized 
cells and nuclei. The role of calci= 
um-magnesium—dependent endode= 
oxyribonuclease. 261: 17 

Kamps, J. A. A. M. See Kuiper, J. 
Kan, K. S. See Coleman, R. 
; Monte, M. J.; Parslow, R. A.; 
Coleman, R. 

176-Estradiol glucuronide increases 
tight—junctional permeability in rat 
liver. 261: 297 

Kanaho, Y. 
——-; Crooke, S. T.; Stadel, J. M. 

Purification and characterization of 
predominant G-protein from bovine 
lung membranes. Biochemical and 
immunochemical comparison with 
Gi: and Go purified from brain. 
259: 499 

Kane, M. A. See Antony, A. C. 
Kane, S. E. See Smith, S. M. 
— J. N. See Andriamampandry, 


Kang, A. S. See Blackburn, G. M.; 
Murphy, D. J. 

Kanmura, Y. See Wuytack, F. 

Kanno, N. See Sato, M. 

Kanoh, H. 

=< Yamada, K.; Sakane, F.; Imaizumi, 


AUTHOR INDEX 


Phosphorylation of diacylglycerol 
kinase in vitro by protein kinase C. 
258: 455 

Kaplan, H. See Bietlot, H. 
Kappas, A. See Iwasa, F. 
Kaptein, J. S. See Lee, G. H. D. 
Kaptein, R. See Mayo, K. H. 
Karkola, K. See Kajander, E. O. 
Karlsson, T. See Kjellen, L. 
Kaska, D. D. See Myllyla, R. 
Kass, G. E. N. 

—-; Duddy, S. K.; Orrenius, S. 

Activation of hepatocyte protein 
kinase C by redox—cycling quinones 
260: 499 

Kassner, R. J. See Patel, M. J. 
— Y. U. See Kijimoto—Ochiai, 


Kates, M. See Quinn, P. J. 
Kathuria, S. See Fujita—Yamaguchi, 
Y. 


Kato, S. See Alderman, J. A.; Oda-Ta> 
mai, S. 

Katz, A. See Kida, Y.; Lee, A. D.; 
Sahlin, K. 

Katz, J. 

An NMR study of the tricarboxylic 

acid cycle. Comments. 263: 997 
Kauffman, D. L. See Robinson, R. 
Kauppinen, L. I. See Kajander, E. O. 
Kawagishi, S. See Roberton, A. M. 
Kawasaki, T. See Childs, R. A. 
Kawashima, Y. 

—-; Uy-Yu, N.; Kozuka, H. 
Sex-related difference in the induc> 
tions by perfluorooctanoic acid of 
peroxisomal 6-oxidation, microso> 

mal 1—acylglycerophosphocholine 
acyltransferase and cytosolic long—> 
chain acyl-CoA hydrolase in rat 

liver. 261: 595 

Sex-related differences in the en= 
hancing effects of perfluorooctanoic 
acid on stearoyl-CoA desaturase 
and its influence on the acyl compo> 
sition of phospholipid in rat liver. 
Comparison with clofibric acid and 
tiadenol. 263: 897 

Kay, C. J. 

; Barber, M. J.; Notton, B. A.; Solos 

monson, L. P. 

Oxidation-reduction midpoint poten= 
tials of the flavin, heme and molyb= 
denum-pterin centers in spinach 
(Spinacia oleracea L.) nitrate reduc> 
tase. 263: 285 

Kay, C. M. See Chaconas, G.; Mani, 

R. S.; Wachtel, E. J. 

Kay, J. See Thomas, D. J. 

Kehrer, J. P. See Murphy, M. E. 
Keleti, T. See Ovadi, J. 

Keller, P. J. See Robinson, R. 

Kellett, G. L. See Lowry, M. 

Kelly, R. A. See Reers, M. 

Kembhavi, A. A. See Buttle, D. J. 
Kemp, G. J. 

——-; Bevington, A.; Khodja, D.; Challa, 

A.; Russell, R. G. G. 

Phosphorus-32 labeling anomalies in 
human erythrocytes. Is there more 
than one pool of cellular inorganic 
phosphate. 264: 729 

Kemp, R. G. See McCune, S. A. 
Kenmochi, N. 
——-,; Takahashi, Y.; Sato, N. L. 

Effects of antibody to 5 S-RNA-= 
binding protein on protein synthesis 
in Artemia salina ribosomes. 

259: 277 
Kennedy, E. D. 

——-; Batty, I. H.; Chilvers, E. R.; Na= 

horski, S. R. 

A simple enzymic method to separate 
[3H]inositol 1,4,5— and 1,3,4-tris= 
phosphate isomers in tissue ex> 
tracts. 260: 283 





AUTHOR INDEX 


Kennedy, J. M. See Reid, S. K. 

Kenner, T. See Gries, A. 

Kenny, A. J. See Barnes, K.; Bourne, 
A.; Stephenson, S. L. 

Kent, H. M. 

—; Ioannidis, I.; Gormal, C.; Smith, 
B. E.; Buck, M. 

Site-directed mutagenesis of the 
Klebsiella pneumoniae nitrogenase. 
Effects of modifying conserved 
cysteine residues in the a— and 
B-subunits. 264: 257 

Keppens, S. See Vandekerckhove, A. 

Kerbey, A. L. See Marchington, D. R. 

Kern, H. See Lieser, M. 

Kerr, L. A. See Hayes, J. D. 

Kersters—Hilderson, H. See Vangrys> 
perre, W. 

Keskar, S. S. 

——-; Srinivasan, M. C.; Deshpande, V. 
V 


Chemical modification of a xylanase 
from a thermotolerant Streptomyc> 
es. Evidence for essential trypto= 
phan and cysteine residues at the 
active site. 261: 49 

Ketterer, B. See Adang, A. E. P.; 
Kispert, A.; Meyer, D. J. 

Kettle, A. J. 

——-; Winterbourn, C. C. 

Influence of superoxide on myeloper= 
oxidase kinetics measured with a 
hydrogen peroxide electrode. 

263: 823 
Khait, I. See Gitlin, G. 
Khan, B. 
——-; Wilcox, H. G.; Heimberg, M. 

Cholesterol is required for secretion 
of very—low-density lipoprotein by 
rat liver. 258: 807 

Khodja, D. See Kemp, G. J. 

Khomutov, A. R. See Kramer, D. L.; 
Persson, L. 

Khomutov, R. M. See Kramer, D. L.; 
Persson, L. 

Kida, Y. 

——- Katz, A.; Lee, A. D.; Mott, D. M. 

Contraction—mediated inactivation of 
glycogen synthase is accompanied 
by inactivation of glycogen synthase 
phosphatase in human skeletal 
muscle. 259: 901 

Kieffer, N. 

——-; Bettaieb, A.; Legrand, C.; Coulom= 
bel, L.; Vainchenker, W.; Edelman, 
L.; Breton—Gorius, J. 

Developmentally regulated expression 
of a 78 kDa erythroblast membrane 
glycoprotein immunologically related 
to the platelet thrombospondin 
receptor. 262: 835 

Kijimoto—Ochiai, S. 
——-; Katagiri, Y. U.; Hatae, T.; Okuya= 
ma, H. 

Type analysis of the oligosaccharide 
chains on microheterogeneous com> 
ponents of bovine pancreatic DNase 
by the lectin—nitrocellulose sheet 
method. 257: 43 

Kilgour, E. See Anderson, N. G. 

—; Anderson, N. G.; Houslay, M. D. 
Activation and phosphorylation of 
the 'dense-vesicle' high-affinity 
cyclic AMP phosphodiesterase by 
cyclic AMP-dependent protein 

kinase. 260: 27 

Kim, Y. K. See Jung, J. S. 

Kim, Y. S. See Byrd, J. C. 

Kimata, K. See Honda, A. 

Kimpton, W. G. See Tzaicos, C. 

Kimura, H. 

—- Hitomi, M.; Odani, S.; Koide, T.; 
Arakawa, M.; Ono, T. 

Rat heart fatty acid-binding protein. 
Evidence that supports the amino 


acid sequence predicted from the 
cDNA. 260: 303 
Kimura, T. See Wakabayashi, S. 
Kincade, R. S. See Antony, A. C. 
Kindberg, G. M. See Eskild, W. 
King, C. E. 
——-,; Hawkins, P. T.; Stephens, L. R.; 
Michell, R. H. 

Determination of the steady-state 
turnover rates of the metabolically 
active pools of phosphatidylinositol 
4-phosphate and phosphatidylinosi= 
tol 4,5—bisphosphate in human 
erythrocytes. 259: 893 

King, I. A. 
——-; Tabiowo, A.; Fryer, P. R.; Pope, 
F. M. 

A type VI collagen-related glycopoly= 
peptide is the major concanavalin 
A-binding component in pig skin. 
257: 79 

King, S. 
—; Whitley, G.; Salmon, M.; John= 
stone, A. 

Phosphoinositide hydrolysis in mito= 
gen-stimulated human peripheral-> 
blood T lymphocytes. 262: 747 

Kingsbury, G. A. See Blackburn, G. 
M 


Kinoshita, T. 

—-; Dodds, A. W.; Law, S. K. A.; In= 
oue, K. 

The low C5 convertase activity of the 
C4A6 allotype of human comple= 
ment component C4. 261: 743 

Kinzel, V. See Reed, J. 

Kirchgessner, T. See Obregon, M. J. 

Kirk, C. J. See Guillon, G. 

Kirkness, E. F. 

——-; Bovenkerk, C. F.; Ueda, T.; Turn= 
en; A: ¥. 

Phosphorylation of y—aminobutyrate 
(GABA) /benzodiazepine receptors 
by cyclic AMP-dependent protein 
kinase. 259: 613 

Kironde, F. A. S. 

——-; Parsonage, D.; Senior, A. E. 

Random mutagenesis of the gene for 
the B-subunit of Fi-ATPase from 
Escherichia coli. 259: 421 

Kirschke, H. See Angliker, H.; Broem= 
me, D. 

——, Wiederanders, B.; Broemme, D.; 
Rinne, A. 

se a S from bovine spleen. 
Purification, distribution, intracellus 
lar localization and action on pro> 
teins. 264: 467 

Kishi, Y. See Shimomura, O. 

Kispert, A. See Meyer, D. J. 

——-; Meyer, D. J.; Lalor, E.; Coles, B.; 
Ketterer, B. 

Purification and characterization of a 
labile rat glutathione transferase of 
the Mu class. 260: 789 

Kitabgi, P. See Bozou, J. C. 

Kitson, T. M. See Loomes, K. M. 

Kinetics of p-nitrophenyl pivalate 
hydrolysis catalyzed by cytoplasmic 
aldehyde dehydrogenase. 257: 573 

The action of cytoplasmic aldehyde 
dehydrogenase on methyl p-nitro= 
phenyl carbonate and p-nitrophenyl 
dimethylcarbamate. 257: 579 

The binding of NADH to cytoplasmic 
aldehyde dehydrogenase after modi> 
fication with p-nitrophenyl dime= 
thylcarbamate. 257: 585 

Kivirikko, K. I. See Myllyla, R. 

Kjeld, M. See Magnusson, M. K. 

Kjellen, L. See Lidholt, K. 

——-; Pettersson, I.; Lillhager, P.; Steen, 
M. L.; Pettersson, U.; Lehtonen, P.; 
Karlsson, T.; Ruoslahti, E.; Hell= 
man, L. 


19 


Primary structure of a mouse masto> 
cytoma proteoglycan core protein. 
263: 105 

Klarskov, K. 
——-; Hoejrup, P.; Andersen, S. O.; 
Roepstorff, P. 

Plasma-—desorption mass spectrometry 
as an aid in protein sequence deter= 
mination. Application of the me= 
thod on a cuticular protein from 
the migratory locust (Locusta migra> 
toria). 262: 923 

Kleanthous, C. See Nimmo, H. G. 
Kleeman, C. R. See Muallem, S. 
Klein-Soyer, C. See Beretz, A. 
Kletzien, R. F. See Prostko, C. R. 
Knecht, E. See Vargas, J. L. 
Knight, C. G. See Barrett, A. J. 
——-; Stephens, T. 

Xanthene—dye-labeled phosphatidy= 
lethanolamines as probes of interfa= 
cial pH. Studies in phospholipid 
vesicles. 258: 683 

Knowler, J. T. See Mitchell, F. M. 
Knowles, P. F. See Collison, D. 
Knowles, R. G. See Salter, M. 
Knowles, S. E. See Hopgood, M. F. 
——; Hopgood, M. F.; Ballard, F. J. 

Effects of inhibitors on aldolase 
breakdown after its microinjection 
into HeLa cells. 259: 27 

Knudsen, J. 
——- Hoejrup, P.; Hansen, H. O.; Han= 
sen, H. F.; Roepstorff, P. 

Acyl-CoA-binding protein in the rat. 
Purification, binding characteristics, 
tissue concentrations and amino 
acid sequence. 262: 513 

Kobayashi, R. 
——- Tashima, Y. 

An immunological and biochemical 
comparison of 67 kDa calcimedin 
and 67 kDa calelectrin. 262: 993 

Koeleman, C. A. M. See D'Arcy, S. 
M. 

Koffigan, M. See Agnani, G. 

Kohl, C. See Pegorier, J. P. 

Koide, T. See Kimura, H. 

Koistinen, V. See Fontaine, M. 

Kojima, I. See Hata, Y.; Mine, T. 

Kokenyesi, R. 

————, Watamer, J. F.. Jr. 

Purification and characterization of a 
small dermatan sulfate proteoglycan 
implicated in the dilatation of the 
rat uterine cervix. 260: 413 

Koklitis, P. See Murphy, G. 

Kolb, A. See Gaston, K. 

Kolhatkar, A. A. See Lipson, K. E. 

Kolodziej, M. P. See Zammit, V. A. 

Kondo, H. See Sibille, J. C. 

Konno, R. See Nagata, Y. 

——-; Nagata, Y.; Niwa, A.; Yasumura, 
Y 


Spontaneous excretion of D-alanine 
in urine in mutant mice lacking 
D-amino acid oxidase. 261: 285 

Kontusaari, S. See Ala—Kokko, L. 

Koornneef, I. See Van den Eijnden-= 
Van Raaij, A. J. M. 

Korner, G. 

——-; Schneider, D. E.; Purdon, M. A.; 
Bjornsson, T. D. 

Bovine aortic endothelial cell trans= 
glutaminase. Enzyme characteriza> 
tion and regulation of activity. 

262: 633 
Kossekova, G. 
——-; Atanasov, B.; Bolli, R.; Azzi, A. 

Ionic—strength-dependence of the 
oxidation of native and pyridoxal 
5'-phosphate—modified cytochromes 
c by cytochrome c oxidase. 

262: 591 





20 


Koster, J. F. See Van der Kraaij, A. 
M. M.; Van Steveninck, J. 

Kostner, G. M. See Gries, A. 

Kottke, B. A. See Carlson, T. L. 

Kowlessur, D. See Brocklehurst, K. 

— O'Driscoll, M.; Topham, C. M.; 
Templeton, W.; Thomas, E. W.; 
Brocklehurst, K. 

The interplay of electrostatic fields 
and binding interactions determin> 
ing catalytic—site reactivity in actini= 
din. A possible origin of differences 
in the behaviour of actinidin and 
papain. 259: 443 

— Topham, C. M.; Thomas, =: W.; 
O'Driscoll, M.; Templeton, W.; 
Brocklehurst, K. 

Identification of signalling and non-> 
signalling binding contributions to 
enzyme reactivity. Alternative 
combinations of binding interactions 
provide for change in transition—-> 
state geometry in reactions of pas 
pain. 258: 755 

Kozuka, H. See Kawashima, Y. 

Kraehenbuhl, J. P. See Solari, R. 

Kramer, D. L. 

—-; Khomutov, R. M.; Bukin, Yu. V.; 
Khomutov, A. R.; Porter, C. W. 

Cellular characterization of a new 
irreversible inhibitor of S-adeno> 
sylmethionine decarboxylase and 
its use in determining the relative 
abilities of individual polyamines to 
sustain growth and viability of 
L1210 cells. 259: 325 

Krause, K. H. See Fischer, T. H. 
Krauss, B. See Brandsch, R. 
—— T. A. See Lehikoinen, P. 


Kresse, H. See Hausser, H. 
Krief, S. 
——-; Bazin, R.; Dupuy, F.; Lavau, M. 

Role of brown adipose tissue in glus 
cose utilization in conscious pre-> 
obese Zucker rats. 263: 305 

Krishnamurthi, S. See Wheeler-> 
Jones, C. P. D. 
——- Joseph, S. 

Arachidonate release in neutrophils: 
does a lack of effect of protein ki= 
nase C inhibitors imply no involves 
ment of protein kinase C? Com> 
ments. 261: 687 

—=3 < eiiaoea C. P. D.; Kakkar, 

Effect of phorbol ester treatment on 
receptor—mediated versus G—pro> 
tein—activator—mediated responses 
in platelets. Evidence for a two-site 
action of phorbol ester at the level 
of G-protein function. 262: 77 

Krishnan, S. R. See Antony, A. C. 

Kroener, S. See Schmaizing, G. 

Kroll, M. H. See Takayama, H. 

Kruckeberg, A. L. 

—,; Neuhaus, H. E.; Feil, R.; Gottlieb, 
L. D.; Stitt, M. 

Decreased-activity mutants of phos> 
phoglucose isomerase in the cytosol 
and chloroplast of Clarkia xantiana. 
Impact on mass~—action ratios and 
fluxes to sucrose and starch, and 
estimation of flux control coeffi= 
cients and elasticity coefficients. 
261: 457 

Kruijer, W. See Van den Eijnden—Van 
Raaij, A. J. M. 
Krupka, R. M. 

Testing transport models and trans= 
port data by means of kinetic rejec> 
tion criteria. 260: 885 

Kruse, C. See Pritchard, M. L. 
Kruszynska, Y. T. 
—; McCormack, J. G. 


Effect of nutritional status on insulin 
sensitivity in vivo and tissue enzyme 
activities in the rat. 258: 699 

Kuan, S. F. See Byrd, J. C. 

Kuehn, K. See Murphy, G. 

Kuhn, D. See Bissonnette, M. 

Kuhn, N. J. 

Insulin action on the lactating—rat 
mammary gland: intracellular glus 
cose and its phosphorylation. Com> 
ments. 257: 933 

Kuiper, J. 

—-; Zijlstra, F. J.; Kamps, J. A. A. M.; 
Van Berkel, T. J. C. 

Cellular communication inside the 
liver. Binding, conversion and 
metabolic effect of prostaglandin 
D2 on parenchymal liver cells. 

262: 195 

Kuipers, F. 

——, Nagelkerke, J. F.; Bakkeren, H.; 
Havinga, R.; Van Berkel, T. J. C.; 
Vonk, R. J. 

Processing of cholesteryl ester from 
low-density lipoproteins in the rat. 
Hepatic metabolism and biliary 
secretion after uptake by different 
hepatic cell types. 257: 699 

Kuivaniemi, H. See Ala—Kokko, L. 

Kulikowski, C. A. See Garfinkel, L. 

Kundu, M. 

——-; Basu, J.; Chakrabarti, P.; Rakshit, 
M. M. 

Abnormalities in the erythrocyte 
membrane in acute lymphoid leuke> 
mia. 258: 903 

Kunikata, T. See Onishi, S. 

Kuznicki, J. 

——-; Filipek, A.; Hunziker, P. E.; Hus 
ber, S.; Heizmann, C. W. 

Calcium-binding protein from mouse 
Ehrlich ascites-tumor cells is homol= 
ogous to human calcyclin. 263: 951 

Kwong, T. C. 

——-; Sparks, J. D.; Pryce, D. J.; Cianci, 
J. F.; Sparks, C. E. 

Inhibition of apolipoprotein B net 
synthesis and secretion from cul> 
tured rat hepatocytes by the calci= 
um-channel blocker diltiazem. 

263: 411 


Labbe, P. See Matringe, M. 

Laboisse, C. L. See Maoret, J. J. 

Lachmann, P. J. See Loveless, R. W.; 
Pemberton, P. A. 

Lacoste, E. R. See Miozzo, M. C. 

Lacroix, M. B. 

—-; Aude, C. A.; Arlaud, G. J.; Co= 
lomb, M. G. 

Isolation and functional characteriza= 
tion of the proenzyme form of the 
catalytic domains of human Clr. 
257: 885 

Lad, P. M. See Lee, G. H. D. 
Laferte, S. 
—-; Dennis, J. W. 

Purification of two glycoproteins 
expressing 61-6 branched Asn-> 
linked oligosaccharides from metas= 
tatic tumor cells. 259: 569 

Lafontan, M. See Rouot, B. 
Lagarde, M. See Gaillard, D. 
—- Gualde, N.; Rigaud, M. 

Metabolic interactions between eico> 
sanoids in blood and vascular cells. 
257: 313 

Lagrange, D. See Sultan, F. 
Lahti, R 
——, Hannukainen, R.; Lonnberg, H. 

Effects of spermine and spermidine 
on the inorganic pyrophosphatase 
of Streptococcus faecalis. Interac> 
tions between polyamines and inor> 
ganic pyrophosphate. 259: 55 


AUTHOR INDEX 


Lai, Y. See Yueh, A. Y. 

Lalor, E. See Kispert, A.; Meyer, D. J. 
Lambrecht, R. W. See Jacobs, J. M. 
Lammers, G. 

——-; Jamieson, J. C. 

Studies on the effect of lysosomotrop> 
ic agents on the release of Gal81—= 
4GIcNAc a-2,6-sialyltransferase 
from rat liver slices during the 
acute-phase response. 261: 389 

Lamport, D. T. A. See Byrd, J. C. 
Lancet, D. See Striem, B. J. 
Landreth, G. See Hanekom, C. 
Landt, M. See Easom, R. A. 
Lane, A. N. 

NMR assignments and temperature-> 
dependent conformational transi= 
tions of a mutant trp operator—pro> 
moter in solution. 259: 715 

Lane, D. A. See Bray, B. 
Lane, J. See Badawy, A. A. B. 
Lang, U. 

——-; Vallotton, M. B. 

Effects of angiotensin II and of phor= 
bol ester on protein kinase C activity 
and on prostacyclin production in 
cultured rat aortic smooth-muscle 
cells. 259: 477 

Langbakk, B. 
—, Flatmark, T. 

Lactoperoxidase from human colost> 

rum. 259: 627 
Langeland, N. See Holmsen, H. 
ar Moore, L. J.; Holmsen, H.; Haarr, 


Herpes simplex virus—1-specific pro= 
teins are involved in alteration of 
polyphosphoinositide metabolism in 
baby hamster kidney cells. 

261: 683 
Langevin, M. See Heinstra, P. W. H. 
Lanoix, J. 
——-; Ray, L.; Paiement, J. 

Detection of GTP-binding proteins 
in purified derivatives of rough 
endoplasmic reticulum. 262: 497 

Lan Tran Phuong See Rouot, B. 

Lapenson, D. P. See Waxman, D. J. 

Lapetina, E. G. See Molina y Vedia, 
L.; Siess, W. 

Lappi, D. See Barbieri, L. 

Lara, C. See Romero, J. M. 

Larrodera, P. See Diaz—Meco, M. T. 

Larsson, O. 

——-, Engstroem, W. 

The role of N-linked glycosylation in 
the regulation of activity of 3—hy= 
droxy—3—methylglutaryl-coenzyme A 
reductase and proliferation of SV-> 
40-transformed 3T3 cells. 260: 597 

LaRusso, N. F. See De Groen, P. C. 
Lashbrook, C. C. See Lopo, A. C. 
Laszlo, L. See Doherty, F. J. 

Lau, K. H. W. 

——-; Farley, J. R.; Baylink, D. J. 

Phosphotyrosyl protein phosphatases 
251525 


Lau, S. J. 
—; Laussac, J. P.; Sarkar, B. 
Synthesis and copper(II)—binding 
properties of the N-terminal peptide 
of human a-fetoprotein. 257: 745 
Laughton, M. J. See Aruoma, O. I. 
Laur, J. See Dubreuil, P. 
Laurent, E. 
—-,; Mockel, J.; Takazawa, K.; Erneux, 
C.; Dumont, J. E. 
Stimulation of generation of inositol 
phosphates by carbamoylcholine 
and its inhibition by phorbol esters 
and iodide in dog thyroid cells. 
263: 795 
Laurent, T. C. See Heldin, P. 
Laussac, J. P. See Lau, S. J. 





AUTHOR INDEX 


Laval, J. See Bailly, V. 

Lavau, M. See Dugail, I.; Krief, S. 
Law, S. K. A. See Kinoshita, T. 
Lawther, J. M. See Davies, D. M. 
Laychock, S. G. 

Prostaglandin E2 inhibits phosphoino> 
sitide metabolism in isolated pan= 
creatic islets. 260: 291 

Laycock, M. V. 
——-, Hirama, T.; Hasnain, S.; Watson, 
D.; Storer, A. C. 
Purification and characterization of a 
digestive cysteine proteinase from 
the American lobster (Homarus 
americanus). 263: 439 
Leadlay, P. F. See Marsh, E. N. 
Lederer, F. See Rothhut, B. 
Lee, A. D. See Kida, Y. 

; Katz, A. 

Transient increase in glucose 1,6—bis= 
phosphate in human skeletal muscle 
during isometric contraction. 

258: 915 

Lee, A. G. See Colyer, J. 

Lee, G. H. D. 
; Kaptein, J. S.; Scott, S. J.; Nied= 
zin, H.; Kalunta, C. I.; Lad, P. M. 

Desensitization of calcium mobiliza= 
tion and cell function in human 
neutrophils. 262: 165 

Lee, S. H. See Jung, J. S. 

Lee, V. G. See Hunt, J. T. 

Lefebvre, Y. A. See Howell, G. M. 

Legagneux, V. See Catelli, M. G. 

Leger, D. 

——-; Campion, B.; Decottignies, J. P.; 
Montreuil, J.; Spik, G. 

Physiological significance of the 
marked increased branching of the 
glycans of human serotransferrin 
during pregnancy. 257: 231 

Legrand, C. See Kieffer, N. 
Lehikoinen, P. K. 
——-; Sinnott, M. L.; Krenitsky, T. A. 

Investigation of a—deuterium kinetic 
isotope effects on the purine nucleo= 
side phosphorylase reaction by the 
equilibrium—perturbation technique 
2575.355 

Lehman, S. L. See Stanley, W. C. 

Lehtonen, P. See Kjellen, L. 

Lei, K. See Zhou, X. 

Leigh, G. J. See Gemoets, J. P. 

Leighton, B. See Dimitriadis, G. D. 

——-; Dimitriadis, G. D.; Parry—Billings, 
M.; Lozeman, F. J.; Newsholme, E. 
A. 

Effects of aging on the responsiveness 
and sensitivity of glucose metabolism 
to insulin in the incubated soleus 
muscle isolated from Sprague-Daw> 
ley and Wistar rats. 261: 383 

Leiser, M. 
—-; Fleischer, N.; Erlichman, J. 

Cyclic AMP turnover and signal 
amplification: a reply to comments 
257: 623 

Le _—— X. See Dugail, I.; Sultan, 


Le Marchand-Brustel, Y. See Tanti, 
.F 


Leof, E. B. See Howe, P. H. 
Lerch, K. See Beltramini, M.; Hider, 
R.C 


LeSage, G. D. See De Groen, P. C. 

Lesot, A. See Benveniste, I. 

Lessard, T. See Bietlot, H. 

Letcher, A. J. See Batty, I. H. 

Leterrier, J. F. See Linden, M. 

Levi, A. J. See Poole, R. C. 

Levi, S. 

——, Luzzago, A.; Franceschinelli, F.; 
Santambrogio, P.; Cesareni, G.; 
Arosio, P. 

Mutational analysis of the channel 


and loop sequences of human ferritin 
H-chain. 264: 381 

Levine, M. J. See Bradway, S. D. 

Levy-Toledano, S. See Enouf, J. 

Leyh-Bouille, M. 

——-; Van Beeumen, J.; Renier—Pirlot, 
S.; Joris, B.; Nguyen—Disteche, M.; 
Ghuysen, J. M. 

The Streptomyces K15 pp-pepti= 
dase/penicillin—binding protein. 
Active site and sequence of the 
N-terminal region. 260: 601 

Leyte, A. 

——-,; Mertens, K.; Distel, B.; Evers, R. 
F.; De Keyzer—Nellen, M. J. M.; 
Groenen-Van Dooren, M. M. C. L.; 
De Bruin, J.; Pannekoek, H.; Van 
Mourik, J. A.; Verbeet, M. P. 

Inhibition of human coagulation 
factor VIII by monoclonal antibo= 
dies. Mapping of functional epi> 
topes with the use of recombinant 
factor VIII fragments. 263: 187 

—-; Verbeet, M. P.; Brodniewicz—Pro= 
- T.; Van Mourik, J. A.; Mertens, 


The interaction between human 
blood—coagulation factor VIII and 
von Willebrand factor. Characteri= 
zation of a high-affinity binding 
site on factor VIII. 257: 679 

Li, B. F. L. 
——-; Holdup, D.; Morton, C. A. J.; 
Sinnott, M. L. 

The catalytic consequences of experi= 
mental evolution. Transition—-state 
structure during catalysis by the 
evolved 6-galactosidases of Escher= 
ichia coli (ebg enzymes) changed by a 
single mutational event. 260: 109 

Li, G. 
; Comte, M.; Wollheim, C. B.; Cox, 
A. 

Mode of activation of bovine brain 
inositol 1,4,5-trisphosphate 3—kinase 
by calmodulin and calcium. 

260: 771 
Li, J. See Carroll, J. 
Li, J. C. See Kaminskas, E. 
Li, S. C. See DeGasperi, R. 
Li, S. S. L. See Takeno, T. 
Li, Y. T. See DeGasperi, R. 
Liao, S. See Bettuzzi, S. 
Liddle, W. K. See Reed, J. 
Lidholt, K. 
——-; Kjellen, L.; Lindahl, U. 

Biosynthesis of heparin. Relationship 
between the polymerization and 
sulfation processes. 261: 999 

Lieber, C. S. See Alderman, J. A. 

Lieser, M. 

—; Harms, E.; Kern, H.; Bach, G.; 
Cantz, M. 

Ganglioside GM3 sialidase activity in 
fibroblasts of normal individuals 
and of patients with sialidosis and 
mucolipidosis IV. Subcellular distri= 
bution and some properties. 

260: 69 
Lillehaug, J. See Holmsen, H. 
Lillhager, P. See Kjellen, L. 
Lim, C. K. See Guo, R. 
Lindahl, U. See Bray, B.; Lidholt, K. 
Lindblom, A. 
—-; Carlstedt, I.; Fransson, L. A. 

Identification of the core proteins in 
proteoglycans synthesized by vascu> 
lar endothelial cells. 261: 145 

Linden, M. 
—; Nelson, B. D.; Leterrier, J. F. 

The specific binding of the microtus 
bule—associated protein 2 (MAP2) 
to the outer membrane of rat brain 
mitochondria. 261: 167 


Ling, N. See Uchida, K. 

Lingwood, C. A. See Sakac, D. 

Lipson, K. E. 

——-,; Kolhatkar, A. A.; Donner, D. B. 

Alkylation, reduction, solubilization 
and enrichment of binding activity 
do not impair the ability of insulin 
receptors to convert from a rapid— 
into a slow—dissociating state. 

259: 871 

Insulin stimulates proteolysis of the 
a-subunit, but not the 6-subunit, 
of its receptor at the cell surface in 
rat liver. 261: 333 

Litosch, I. 

Guanine nucleotides mediate stimula 
tory and inhibitory effects on cere= 
bral-cortical membrane phospholi= 
pase C activity. 261: 245 

Interaction of cerebral—cortical mem= 
branes with exogenously added 
phosphatidylinositol 4,5—bisphosp= 
hate. Effects on measured phospho= 
lipase C activity. 261: 325 

Little, D. K. See Hunt, J. T. 

Littlewood, C. J. See Brown, K. D. 

Littlewood, G. M. 

——-,; Hooper, N. M.; Turner, A. J. 

Ectoenzymes of the kidney microvil= 
lar membrane. Affinity purifica= 
tion, characterization and localiza> 
tion of the phospholipase C-solubi= 
lized form of renal dipeptidase. 
257: 361 

Liu, C. See Zhou, X. 

Liu, C. S. 

; Hsiao, P. W.; Chang, C. S.; Tzeng, 
M. C.; Lo, T. B. 

Unusual amino acid sequence of 
fasciatoxin, a weak reversibly acting 
neurotoxin in the venom of the 
banded krait, Bungarus fasciatus. 
259: 153 

Liu, Y. L. See Holness, M. J. 

Llesuy, S. F. See Adamo, A. M. 

Llobera, M. See Burgaya, F. 

Lloyd, A. C. 

——-, Davies, S. A.; Crossley, I.; Whitak= 
er, M.; Houslay, M. D.; Hall, A.; 
Marshall, C. J.; Wakelam, M. J. O. 

Bombesin stimulation of inositol 
1,4,5-trisphosphate generation and 
intracellular calcium release is am>= 
plified in a cell line overexpressing 
the N-ras proto-oncogene. 

260: 813 

Lloyd, C. W. See Hargreaves, A. J. 

Lloyd, J. B. See Iveson, G. P. 

Lo, T. B. See Liu, C. S. 

Lo, T. C. ¥. See Mesmer, O. T. 

Lobley, G. E. See Maltin, C. A. 

Lockridge, O. See Chatonnet, A. 

Lodish, H. F. See Jentsch, T. J. 

Loennroth, C. See Drott, C. 

Lohmeier-Vogel, E. M. See Heeley, 

D. H. 

Lohnes, D. See Makin, G. 

Lombard, C. See Guillon, G. 

Londner, M. V. See McNeely, T. B. 

Long, W. F. See Grant, D. 

Lonnberg, H. See Lahti, R. 

Lontie, R. See Tahon, J. P. 

Loomes, K. M. 

— Kitson, T. M. 

Reaction between sheep liver mito> 
chondrial aldehyde pea 
and various thiol-modifying reag> 
ents. 261: 281 

Lopes, M. N. 

——-; Black, P.; Ashford, A. J.; Pain, V. 
M 


Protein metabolism in the tumor-> 
bearing mouse. Rates of protein 
synthesis in host tissues and in an 
Ehrlich ascites tumor at different 
stages in tumor growth. 264: 713 





22 


Lopez—Barahona, M. See Diaz—Meco, 
M. T 


Lopez-Soriano, F. J. See Argiles, J. 
M 


Lopez Vinals, A. E. See Farias, R. N. 

Lopo, A. C. 

——-, Lashbrook, C. C.; Hershey, J. W. 
B. 

Characterization of translation sys= 
tems in vitro from three develop= 
mental stages of Strongylocentrotus 
purpuratus. 258: 553 

Lorenzo, F. See Vu Hai Mai Thu 

Lorimer, G. See Gutteridge, S. 

Lorimer, I. A. J. 

—- Sanwal, B. D. 

Regulation of cyclic AMP-dependent 
protein kinase levels during skeletal 
myogenesis. 264: 305 

Loskutoff, D. J. See Canfield, A. E. 

Loveless, R. W. 

—-; Feizi, T.; Childs, R. A.; Mizuochi, 
T.; Stoll, M. S.; Oldroyd, R. G.; 
Lachmann, P. J. 

Bovine serum conglutinin is a lectin 
which binds non-reducing terminal 
N-acetylglucosamine, mannose and 
fucose residues. 258: 109 

Low, E. S. See Low, R. B. 

Low, M. G. See Higgins, J. A. 

Low, R. B. 

; Stirewalt, W. S.; Hultgren, P.; 
Low, E. S.; Starcher, B. 

Changes in collagen and elastin in 
rabbit right-ventricular pressure 
overload. 263: 709 

Lowe, D. J. See Thorneley, R. N. F. 

Lowenstein, J. M. See Ravid, K. 

Lowry, M. 

——-; Kellett, G. L. 

Fructose 2,6—bisphosphate in rat 
small intestine. 259: 624 

Lozeman, F. J. See Leighton, B. 

Lucas, S. C. See Alexander, D. R. 

Luethje, J. See Ogilvie, A. 

Lugtenburg, J. See Jans, A. W. H. 

Luly, P. See Spinedi, A. 

Lumb, M. 

——-; Bottiglieri, T.; Deacon, R.; Perry, 
J.; Chanarin, I. 

Regulation of 5—-methyltetrahydrofo> 
late synthesis. 258: 611 

—; Deacon, R.; Perry, J.; Chanarin, I. 

Oxidation of 5—-methyltetrahydrofo> 
late in cobalamin-inactivated rats. 
258: 907 

Lumper, L. See Geschwill, K. 

Lund, J. See Walker, M. R. 

Lundholm, K. See Drott, C. 

Lundquist, G. See Morgenstern, R. 

Lunec, J. See Winyard, P. G. 

Luzio, J. P. See Abraha, A.; Tomlin= 
son, S. 

Luzio, S. D. See Sobey, W. J. 

Luzzago, A. See Levi, S. 


Mabbs, F. E. See Collison, D. 
McArdell, J. E. C. 
——; Duffield, M.; Atkinson, T. 
Probing the substrate—binding sites 
of aminoacyl-tRNA synthetases 
with the Procion dye Green HE-> 
4BD. 258: 715 
McCall, M. N. 
——, Easterbrook-Smith, S. B. 
Comparison of the role of tyrosine 
residues in human IgG and rabbit 
IgG in binding of complement sub= 
component Clq. 257: 845 
McCall, T. B. 
——-; Boughton-Smith, N. K.; Palmer, 
R. M. J.; Whittle, B. J. R.; Monca= 
da, S. 
Synthesis of nitric oxide from L-argi> 


nine by neutrophils. Release and 
interaction with superoxide anion. 
261: 293 
McCann, P. P. See Bitonti, A. J. 
Maccarrone, M. See D'Andrea, G. 
McCarthy, S. A. 
——- Hallam, T. J.; Merritt, J. E. 

Activation of protein kinase C in 
human neutrophils attenuates agon= 
ist-stimulated rises in cytosolic free 
calcium concentration by inhibiting 
bivalent—cation influx and intracel= 
lular calcium release in addition to 
stimulating calcium efflux. 

264: 357 
McCormack, J. G. See Kruszynska, 
¥. Fo Unit, b.F. 

Effects of spermine on mitochondrial 
calcium transport and the ranges of 
extramitochondrial calcium to which 
the matrix calcium-sensitive dehy= 
drogenases respond. 264: 167 

McCourt, P. A. G. See Clements, P. 
R. 

McCrae, S. I. See Wood, T. M. 

McCubbin, W. D. See Chaconas, G.; 
Wachtel, E. J. 

McCubrey, J. A. See Horuk, R. 

McCune, S. A. 

——- Foe, L. G.; Kemp, R. G.; Jurin, R. 
R. 

Aurintricarboxylic acid is a potent 
inhibitor of phosphofructokinase. 
259: 925 

McCusker, F. M. G. 
— Boyce, S. J.; Mantle, T. J. 

The development of glutathione 
S-transferase subunits in rat liver. 
Sensitive detection of the major 
subunit forms of rat glutathione 
S-transferase by using an ELISA 
method. 262: 463 

McDaniel, M. L. See Easom, R. A. 

Macdonald, E. B. See High, S. 

McDonald, J. M. See Fujita-Yamagu> 
chi, Y.; Sacks, D. B. 

MacDougall, D. A. See Beckett, G. J. 

McElligott, M. A. See Yang, Y. T. 

McGary, C. T. 

——-; Raja, R. H.; Weigel, P. H. 

Endocytosis of hyaluronic acid by rat 
liver endothelial cells. Evidence for 
receptor recycling. 257: 875 

McGinlay, P. B. 
——- Bardsley, W. G. 

The kinetics of adsorption of human 
immunoglobulin G to poly(vinyl 
chloride) enzyme-linked-immus 
noadsorbent-—assay vessel walls. 
261: 715 

McGlone, K. See Mcllhinney, R. A. J. 
MacGregor, E. A. See Svensson, B. 
-—-,; Svensson, B. 

A super-secondary structure predicted 
to be common to several a—1,4D-glus 
can-cleaving enzymes. 259: 145 

McGuirl, M. See Collison, D. 
Machicao, F. See Obermaier—Kusser, 
B 


Mcllhinney, R. A. J. 
—,; McGlone, K. 

A simplified assay for the enzyme 
responsible for the attachment of 
myristic acid to the N-terminal 
glycine residue of proteins, myristo> 
yl-CoA:glycylpeptide N—myristoyl= 
transferase. 263: 387 

McKee, J. S. 
—; Nimmo, H. G. 

Evidence for an arginine residue at 
the coenzyme-binding site of Es= 
cherichia coli isocitrate dehydroge= 
nase. 261: 301 

McKenna, C. E. See Gemoets, J. P. 


AUTHOR INDEX 


McKeon, J. See Pihlajaniemi, T. 
McKie, N. See Marsh, E. N. 
MacKintosh, C. See Nimmo, H. G. 
—— Caner, re. 

Identification of high levels of type 1 
and type 2A protein phosphatases 
in higher plants. 262: 335 

MacLachlan, L. K. See Unitt, J. F. 

McLeish, K. R. 

——-; Gierschik, P.; Schepers, T.; Sidiro= 
poulos, D.; Jakobs, K. H. 

Evidence that activation of a common 
G-protein by receptors for leukotri= 
ene Bg and N-formylmethionyl-leus 
cyl-phenylalanine in HL-60 cells 
occurs by different mechanisms. 
260: 427 

McLellan, L. I. 
—— Hayes,.J, D. 

Differential induction of class Alpha 
glutathione S-transferases in mouse 
liver by the anticarcinogenic antioxi> 
dant butylated hydroxyanisole. 
Purification and characterization of 
glutathione S-transferase Yai Ya. 
263: 393 

——,; Wolf, C. R.;. Hayes, J.D. 

Human microsomal glutathione S-> 
transferase. Its involvement in the 
conjugation of hexachlorobuta-1,3-= 
diene with glutathione. 258: 87 

McLennan, A. G. See Prescott, M. 
MacLennan, P. A. 
——, Edwards, R. H. T. 

Effects of clenbuterol and proprano> 
lol on muscle mass. Evidence that 
clenbuterol stimulates muscle B-= 
adrenoceptors to induce hypertro> 
phy. 264: 573 

—; Rennie, M. J. 

Effects of ischemia, blood loss and 
reperfusion on rat muscle protein 
synthesis, metabolite concentrations 
and polyribosome profiles in vivo. 
260: 195 

Macleod, J. See Frank, H. 
McMahon, D. T. W. See Sparrow, L. 
G 


McMillin, D. R. See Tamilarasan, R. 
McMillin, J. B. See Wolkowicz, P. E. 
McNamara, M. See Gleeson, P. A. 
McNamara, P. J. See Bagley, C. J. 
McNamee, A. See Solari, R. 
McNamee, M. G. See Thomas, T. C. 
McNaughton, G. A. L. 
——-; Fewson, C. A.; Wilkins, M. B.; 
Nimmo, H. G. 

Purification, oligomerization state 
and malate sensitivity of maize leaf 
phosphoenolpyruvate carboxylase. 
261: 349 

McNeely, T. B. 
~~? Rosen, G.; Londner, M. V.; Turco, 
ee 

Inhibitory effects on protein kinase C 
activity by lipophosphoglycan frag> 
ments and glycosylphosphatidylino= 
sitol antigens of the protozoan para> 
site Leishmania. 259: 601 

McPherson, M. A. See Shori, D. K. 
McRae, S. I. See Claeyssens, M. 
Madden, E. A. 

——- Storrie, B. 

Effect of acidotropic amines on the 
accumulation of newly synthesized 
membrane and luminal proteins in 
Chinese-hamster ovary (CHO) cell 
lysosomes. 258: 843 

Maden, B. E. H. See Wakeman, J. A. 

Magee, P. N. See Prasanna, H. R. 

Maggio, B. See Bianco, I. D. 

Magnaldo, I. See Bozou, J. C. 

Magnusson, M. K. 

— ; Halldorsson, H.; Kjeld, M.; Thor= 
geirsson, G. 





AUTHOR INDEX 


Endothelial inositol phosphate gener= 
ation and prostacyclin production 
in response to G-protein activation 
by tetrafluoroaluminate(1—) (AIF¢-). 
264: 703 

Magnusson, S. 
——-, Berg, T. 

Extremely rapid endocytosis mediated 
by the mannose receptor of sinusoi= 
dal endothelial rat liver cells. 

257: 651 
Mahadevappa, V. G. See Piche, L. A. 
Maisel, A. See Ciaraldi, T. P. 
Maison, C. M. 
“oe Christian. L.; Colomb, M. 


Secretion, cleavage and binding of 
complement component C3 by the 
human monocytic cell line U937. 
261: 407 

Maisterrena, B. 
——+; Coulet, P. R. 

Mimicked translocation of glucose 
and glucose 6—phosphate with artifi= 
cial enzyme membranes. 260: 455 

Majzoub, M. F. See Ardawi, M. S. M. 

Makin, G. 

——-; Lohnes, D.; Byford, V.; Ray, R.; 
Jones, G. 

Target cell metabolism of 1,25-dihy= 
droxyvitamin D3 to calcitroic acid. 
Evidence for a pathway in kidney 
and bone involving 24-oxidation. 
262: 173 

Malagolini, N. See Serafini—Cessi, F. 
Malaisse, W. J. See Ramirez, R. 
Malatesta, F. See Sarti, P. 

— C. C. See Ros, M.; Wang, H. 


Male, R. See Holmsen, H. 
Malhotra, R. 
——- Sim, R. B. 

Chemical and hydrodynamic charac> 
terization of the human leukocyte 
receptor for complement subcompo> 
nent Clq. 262: 625 

Mallet, J. See Powell, J. F. 

Mallick, N. P. See Sewell, R. F. 
Mallinson, G. See Tate, C. G. 
— J. P. G. See Finucane, M. 


Maltin, C. A. 
——- Hay, S. M.; Delday, M. I.; Lobley, 
6. E.; Reeds, P. J. 

The action of the 6-agonist clenbu= 
terol on protein metabolism in 
innervated and denervated phasic 
muscles. 261: 965 

Maly, F. E. See Hancock, J. T. 
Mampel, T. See Giralt, M.; Martin, I. 
Mandal, C. See Mandal, C. 

——-; Basu, S.; Mandal, C. 

Physicochemical studies on achatin= 
inn, a novel sialic acid-binding 
lectin. 257: 65 

Mangiapane, E. H. See Freeman, M. 
Mani, R. S. 
—-; Kay, C. M. 

Purification and spectral studies on 
the calcium binding properties of 
67 kDa calcimedin. 259: 799 

Mannaerts, G. P. See Schepers, L. 

Mannervik, B. See Aalin, P.; Di Sim= 
plicio, P.; Meyer, D. J.; Tahir, M. 
K 


Mannherz, H. G. See Stochaj, U. 
Manos, R. E. See Jacobson, K. B. 
Mansfield, K. E. See Walker, C. J. 
Mantle, M. See Roberton, A. M. 
—; Stewart, G. 

Intestinal mucins from normal sub> 
jects and patients with cystic fibro= 
sis. Variable contents of the disul= 
fide—bound 118 kDa glycoprotein 
and different reactivities with an 


anti-(118 a glycoprotein) anti= 
body. 259: 243 

Mantle, T. J. See Graham, M. N.; 
McCusker, F. M. G.; Rigney, E 
Roy, A. B. 

Maoret, J. J. 

——-; Font, J.; Augeron, C.; Codogno, 
z oe C.; Aubery, M.; Laboisse, 


” 


A mucus-secreting human colonic 
cancer cell line. Purification and 
partial characterization of the se= 
creted mucins. 258: 793 

Marais, R. M. See Mitchell, F. E. 

Marchington, D. R. 

——-; Kerbey, A. L.; Giardina, M. G.; 
Jones, A. E.; Randle, P. J. 

Longer-term regulation of pyruvate 
dehydrogenase kinase in cultured 
rat hepatocytes. 257: 487 

Marcillat, O. 
——-; Zhang, Y.; Davies, K. J. A. 

Oxidative and nonoxidative mecha> 
nisms in the inactivation of cardiac 
mitochondrial electron transport 
chain components by doxorubicin. 
259: 181 

Marco, C. See Iglesias, J. 
Margolis, J. W. See Wagner, B. J. 
Marine, K. A. See Brady, P. S. 
Mariotti, E. See Signorini, M. 
Marmiroli, S. See Flamigni, F. 
Marques, G. See Anton, L. C. 
Marriott, A. See Ayad, S. 

Marsh, E. N. 

——-; Harding, S. E.; Leadlay, P. F. 

Subunit interactions in Propionibac> 
terium shermanii methylmalonyl-= 
CoA mutase studied by analytical 
ultracentrifugation. 260: 353 

—, Leadlay, P. F. 

Methylmalonyl—CoA mutase from 
Propionibacterium shermanii. Evi= 
dence for the presence of two 
masked cysteine residues. 260: 339 

— McKie, N.; Davis, N. K.; Leadlay, 
P. F. 

Cloning and structural characteriza> 
tion of the genes coding for adeno= 
sylcobalamin—dependent methylmal>= 
onyl-CoA mutase from Propionibac> 
terium shermanii. 260: 345 

Marshall, C. J. See Berks, B. C.; 
Lloyd, A. C.; Price, B. D. 
Marston, S. B. See Pritchard, K. 

A tight-binding interaction between 
smooth-muscle native thin filaments 
and heavy meromyosin in the pres= 
ence of magnesium ATP. 259: 303 

Martin, B. J. See Periasamy, M. 
Martin, B. R. See Savage, A. L. 
— G. E. M. See Wainwright, S. 


Martin, I. 
——-; Giralt, M.; Vinas, O.; Iglesias, R.; 
Mampel, T.; Villarroya, F. 

Adaptive decrease in expression of 
the mRNA for uncoupling protein 
and subunit II of cytochrome c 
oxidase in rat brown adipose tissue 
during pregnancy and lactation. 
263: 965 

Martin, J. P. See Bourguignon, J. 
Martin, L. F. See Wallin, R. 
Martin, R. L. See Minchin, R. F. 
Martin, S. 

——- Harding, J. J. 

Site of carbamoylation of bovine 
y-II-crystallin by potassium [!4C]> 
cyanate. 262: 909 

Martin, S. C. 

Phosphorylation of complement fac> 

tor C3 in vivo. 261: 1051 
Martinez, C. 
— Ruiz, P.; Andres, A.; Satrustegui, 


J.; Carrascosa, J. M. 

Tyrosine kinase activity of liver insu> 
lin receptor is inhibited in rats at 
term gestation. 263: 267 

Martinez, J. See Dubreuil, P. 
Martinez del Pozo, A. See Gasset, M. 
Martini, F. See Morpurgo, L. 
Martin-Sanz, P. 

——-,; Cascales, M.; Bosca, L. 

Glucagon-induced changes in fructose 
2,6-bisphosphate and 6—phospho= 
fructo—2-kinase in cultured rat 
fetal hepatocytes. 257: 795 

Martone, C. B. See Folco, E. J. E. 

Mary, A. See Achyuthan, K. E. 

Marynissen, G. See Ramirez, R. 

Mason, P. See Golds, E. E. 

Mason, R. M. See Ng, C. K 

Mason, R. P. See Flitter, W. D. 

Mason, R. W. See Reilly, J. J. Jr.; 
Smith, S. M. 

ae Bartholomew, L. T.; Hardwick, B. 


The use of benzyloxycarbonyl[!25I]io= 
dotyrosylalanyldiazomethane as a 
probe for active cysteine proteinases 
in human tissues. 263: 945 

—; Wilcox, D.; Wikstrom, P.; Shaw, 
E.N. 

The identification of active forms of 
cysteine proteinases in Kirsten—vi> 
rus-transformed mouse fibroblasts 
by use of a specific radiolabeled 
inhibitor. 257: 125 

Masoud, I. M. See Ardawi, M. S. M. 
— R. See Andriamampandry, 


Masullo, M. 
——-; Parlato, G.; De Vendittis, E.; 
Bocchini, V. 

Effect of propan—2-ol on enzymic 
and structural properties of elonga= 
tion factor G. 261: 725 

Mata, A. M. See Colyer, J. 

Matagne, A. See De Meester, F.; Pi= 
ron-Fraipont, C. 

Mathes, W. See Stochaj, U. 

Matheson, B. A. See Fuller, P. J. 

Matringe, M. 

——; Camadro, J. M.; Labbe, P.; Scalla, 
R 


Protoporphyrinogen oxidase as a 
molecular target for diphenyl ether 
herbicides. 260: 231 

Matsubara, H. See Wakabayashi, S. 
Matsufuji, S. See Murakami, Y. 
Matsui, A. See Nakashima, S. 
Matsushita, T. See Arber, J. M. 
Matsuura, K. See Hara, A. 
Mattern, M. See Nambi, P. 
Mattinsley, T. J. See Huggins, J. P. 
Mauel, J. See Buchmueller—Rouiller, 
¥ 


May, B. L. See Bagley, C. J. 
May, J. M. 

Interaction of a permeant maleimide 
derivative of cysteine with the 
erythrocyte glucose carrier. Differ= 
ential labeling of an exofacial carrier 
thiol group and its role in the trans= 
port mechanism. 263: 875 

Mayer, M. See Higazi, A. A. R. 

Mayer, R. J. See Doherty, F. J. 

Mayes, P. A. See Mindham, M. A. 

Mayo, K. H. 

—-; Cavalli, R. C.; Peters, A. R.; Boe= 
lens, R.; Kaptein, R. 

Sequence-specific proton NMR as= 
signments and peptide backbone 
conformation in rat epidermal 
growth factor. 257: 197 

Mayr, G. W. See Radenberg, T. 

Inositol 1,4—bisphosphate is an allos= 
teric activator of muscle-type 6-= 
phosphofructo—1-kinase. 259: 463 





24 


Mazurkiewicz, D. 
——-, Saggerson, D. 

Changes in the activities of adeno> 
sine—metabolizing enzymes in six 
regions of the rat brain on chemical 
induction of hypothyroidism. 

261: 667 
——, Saggerson, E. D. 

Inhibition of adenylate cyclase in rat 
brain synaptosomal membranes by 
GTP and phenylisopropyladenosine 
is enhanced in hypothyroidism. 
263: 829 

Mazzella, L. J. 
——-, Pratt, R. F. 

Effect of the 3'-leaving group on 
turnover of cephem antibiotics by a 
class C B-lactamase. 259: 255 

Meats, J. E. See Best, L. 

Mehendale, H. M. See Rao, S. B. 

Meier, B. 

—; Radeke, H. H.; Selle, S.; Younes, 
M.; Sits, H.; Resch, K.; Habermehl, 
<5: A. 

Human fibroblasts release reactive 
oxygen species in response to inter= 
leukin—1 or tumor necrosis factor-a 
263: 539 

Meier, M. K. See Muzzin, P. 

Meijer, P. See Princen, H. M. G. 

Meizel, S. See Thomas, P. 

Mejean, C. 

— Pons, F.; Benyamin, Y.; Roustan, 
ic 


Antigenic probes locate binding sites 
for the glycolytic enzymes glyceral= 
dehyde—3—phosphate dehydroge= 
nase, aldolase and phosphofructoki> 
nase on the actin monomer in mi> 
crofilaments. 264: 671 

Melching, L. I. 
——- Roughley, P. J. 

The synthesis of dermatan sulfate 
proteoglycans by fetal and adult 
human articular cartilage. 261: 501 

Melde, K. 
——-; Buettner, H.; Boschert, W.; Wolf, 
H. P. O.; Ghisla, S. 

Mechanism of the hypoglycemic 
action of methylenecyclopropylgly= 
cine. 259: 921 

— E. See Torres, N. 


Mellor, A. See Abbott, W. M. 

Mellors, A. See Ebanks, R. 

Melvin, W. T. See Barnes, T. S.; 
Shaw, P. M. 

Menon, C. R. See Harley, C. B. 

Mercer, J. F. B. See Taylor, D. S. 

Merlevede, W. See Jessus, C. 

Merritt, B. S. See Muallem, S. 

Merritt, J. E. See Hallam, T. J.; 
McCarthy, S. A.; Sage, S. O. 

Mertens, K. See Leyte, A. 

Meslier, N. See Dulioust, A. 

Mesmer, O. T. 

—; Lo, T. C. Y. 

Hexose transport in human myob> 

lasts. 262: 15 

Messerschmidt, A. See D'Andrea, G. 

Meunier, J. C. See Violet, M. 

Meyer, D. J. See Adang, A. E. P.; 
Kispert, A. 

—; Lalor, E.; Coles, B.; Kispert, A.; 
Aalin, P.; Mannervik, B.; Ketterer, 
B 


Single-step purification and HPLC 
analysis of glutathione transferase 
8-8 in rat tissues. 260: 785 

Mgbeje, B. I. A. See Alwan, A. F. 
Michalak, M. See Charuk, J. H. M. 
Michel, A. See Crepin, K. M. 
wre R. H. See Guy, G. R.; King, 


Middleton, B. See Salter, A. M. 
Midgley, J. M. See Robb, D. A. 
Mieskes, G. See Takai, A. 

Milgrom, E. See Vu Hai Mai Thu 

Millar, N. C. See Thorneley, R. N. F. 

Millar, R. P. See Smith, C. E.; Van 
der Merwe, P. A. 

Miller, A. D. 

—-; Packman, L. C.; Hart, G. J.; Ales 
founder, P. R.; Abell, C.; Battersby, 
A. R. 

Evidence that pyridoxal phosphate 
modification of lysine residues 
(Lys—55 and Lys-59) causes inacti> 
vation of hydroxymethylbilane 
synthase (porphobilinogen deami> 
nase). 262: 119 

Miller, K. See Grenfell, S. 

Miller, L. L. See Sparks, J. D. 

Miller, R. W. 

—_ Eady, R. R. 

Molybdenum nitrogenase of Azoto> 
bacter chroococcum. Tight binding 
of magnesium ADP to the molybde> 
num-iron protein. 263: 725 

Miller, S. P. See Barbieri, L. 

Milligan, G. See Ali, N.; Gardner, S. 
D.; Mitchell, F. M.; Murphy, G. J.; 
Ohisalo, J. J. 

——; Unson, C.'G. 

Persistent activation of the a subunit 
of Gs promotes its removal from 
the plasma membrane. 260: 837 

—-,; Unson, C. G.; Wakelam, M. J. O. 

Cholera toxin treatment produces 
down-regulation of the a-subunit 
of the stimulatory guanine nucleo> 
tide—binding protein (Gs). 262: 643 

Mills, G. B. See Church, J. G.; 

Ebanks, R.; Nasmith, P. E. 

Milne, A. D. See Prescott, M. 

Minakami, S. See Osaki, M. 

Minami, J. See Enyedi, A. 

Minchin, R. F. 

—-; Martin, R. L.; Summers, L. A.; 
Tlett, K. F. 

Inhibition of putrescine uptake by 
polypyridinium quaternary salts in 
B16 melanoma cells treated with 
difluoromethylornithine. 262: 391 

Mindham, M. A. 

—- Mayes, P. A. 

The fuel of the spleen. Studies using a 
new method for perfusing the rat 
spleen with whole blood. 263: 325 

Mine, T. 

——-; Kojima, I.; Ogata, E. 

Calcium rather than cyclic AMP is 
an intracellular messenger of paras 
thyroid hormone action on glycogen 
metabolism in isolated rat hepato> 
cytes. 258: 889 

Minghetti, A. See Barbieri, L. 

Minguell, J. J. See Irie, S. 

Minnich, M. See Aiyar, N. 

Miot, F. See Vandekerckhove, A. 

Miozzo, M. C. 

——-; Lacoste, E. R.; Curtino, J. A. 

Characterization of the proteoglycogen 
fraction non-extractable from retina 
by trichloroacetic acid. 260: 287 

Miranda, A. F. See Salviati, G. 

Mishoe, H. See Cao, S. X. 

Missiaen, L. See Verboomen, H. 

——, Droogmans, G.; De Smedt, H.; 
Wuytack, F.; Raeymaekers, L.; Cas= 
teels, R. 

Alkalinization stimulates the purified 
plasma—membrane calcium pump 
by increasing its calcium affinity. 
262: 361 

——-,; Raeymaekers, L.; Droogmans, G.; 
Wuytack, F.; Casteels, R. 

Role of arginine residues in the stim> 
ulation of the smooth-muscle plas> 


AUTHOR INDEX 


ma-—membrane calcium pump by 
negatively charged phospholipids. 
264: 609 

——,; Raeymaekers, L.; Wuytack, F.; 
Vrolix, M.; De Smedt, H.; Casteels, 


Phospholipid—protein interactions of 
the plasma—membrane calcium-> 
transporting ATPase. Evidence for a 
tissue—dependent functional differ= 
ence. 263: 687 

—-; Wuytack, F.; De Smedt, H.; Am= 
ant, F.; Casteels, R. 

Tetrafluoroaluminum(1—)—induced 
inhibition of the ATPase activity, 
the calcium transport activity and 
the phosphoprotein-intermediate 
formation of plasma—membrane 
and endo(sarco)plasmic-reticulum 
calcium transport ATPases in differs 
ent tissues. Evidence for a tissue-> 
dependent functional difference. 
261: 655 

——, Wuytack, F.; Raeymaekers, L.; De 
Smedt, H.; Casteels, R. 

Polyamines and neomycin inhibit the 
purified plasma—membrane calcium 
pump by interacting with associated 
polyphosphoinositides. 261: 1055 

Mitchell, A. M. See Bars, R. G. 

Mitchell, F. E. 

——-,; Marais, R. M.; Parker, P. J. 

The phosphorylation of protein kinase 
C as a potential measure of activaS 
tion. 261: 131 

Mitchell, F. M. 

——-; Griffiths, S. L.; Saggerson, E. D.; 
Houslay, M. D.; Knowler, J. T.; 
Milligan, G. 

Guanine-nucleotide—binding proteins 
expressed in rat white adipose tis= 
sue. Identification of both mRNAs 
and proteins corresponding to Gil, 
Gj2 and Gj3. 262: 403 

Mitchell, R. See Ogier, S. A. 

Mitra, D. 

——- Sarkar, M. 

Physicochemical studies of binding 
of 4—-methylumbelliferyl 6B-p-galac= 
topyranoside to cold agglutinin. 

262: 357 

Mizuguchi, J. 

——, Utsunomiya, N.; Nakanishi, M.; 
Arata, Y.; Fukazawa, H. 

Differential sensitivity of anti-lgM-> 
induced and sodium-induced inosi= 
tol phospholipid metabolism to 
serine protease inhibitors in BAL17 B 
lymphoma cells. 263: 641 

Mizuno, T. See Uchida, K. 

Mizuochi, T. See Childs, R. A.; Love= 
less, R. W. 

Mockel, J. See Laurent, E. 

Modi, G. J. See Ofosu, F. A. 

Moerikofer—Zwez, S. 

——; Waner, r. 

Binding of ADP to rat liver cytosolic 
proteins and its influence on the 
ratio of free ATP/free ADP. 

259: 117 

Moffat, C. F. See Grant, D. 

Mogayzel, P. J. Jr. See Bergethon, P. 
R 


Mohammad, M. A. 
——-; Sparrow, M. P. 

The distribution of heavy-chain 
isoforms of myosin in airways 
smooth muscle from adult and 
neonate humans. 260: 421 

Mohell, N. 
—— Dicker, A. 

The B-adrenergic radioligand [3H]= 
CGP-12177, generally classified as 
an antagonist, is a thermogenic 
agonist in brown adipose tissue. 
261: 401 





AUTHOR INDEX 


Molina, M. T. 
a Vazquez, C. M.; Ruiz—Gutierrez, 


Changes in both acyl—-CoA:cholesterol 
acyltransferase activity and microso= 
mal lipid composition in rat liver 
induced by distal small bowel resec= 
tion. 260: 115 

Molina-Garcia, A. D. 
——- Harding, S. E.; De Pieri, L.; Jan, 
N.; Waites, W. M. 

Dynamic light-scattering studies on 
the effect of heat and disinfectants 
on spores of Bacillus cereus. 

263: 883 
Molina y Vedia, L. 
——-, Nolan, R. D.; Lapetina, E. G. 

The effect of iloprost on the ADP-ri> 
bosylation of Gsa (the a—subunit of 
Gs). 261: 841 

Molitor, C. See Piron—Fraipont, C. 
Moloney, M. G. See Baldwin, J. E. 
Molowa, D. T. 

——-, Cimis, G. M. 

Coordinate regulation of low—densi= 
ty-lipoprotein receptor and 3—hy= 
droxy—3-methylglutaryl-CoA reduc> 
tase and synthase gene expression 
in HepG2 cells. 260: 731 

Molski, T. F. P. See Tao, W. 

Moncada, S. See McCall, T. B. 

Mondovi, B. See Morpurgo, L. 

Monge, L. See Rossi, I. 

Monnens, A. H. See Van den Heuvel, 
P. W. J. 

Montanaro, L. See Brigotti, M.; Ram= 
belli, F.; Zamboni, M. 

Monte, M. J. See Kan, K. S. 

——, Cava, F.; Esteller, A.; Jimenez, R. 

Inhibition of biliary cholesterol and 
phospholipid secretion during cyclo> 
butyrol-induced hydrocholeresis. 
263: 513 

Montecucco, C. 
——-; Schiavo, G.; Dasgupta, B. R. 

Effect of pH on the interaction of 
botulinum neurotoxins A, B and E 
with liposomes. 259: 47 

Montgomery, R. K. See Buller, H. A. 

Montiel, F. 

——-; Ortiz—Caro, J.; Villa, A.; Pascual, 
A.; Aranda, A. 

Presence of insulin receptors in cul> 
tured glial C6 cells. Regulation by 
butyrate. 258: 147 

Montreuil, J. See Leger, D. 

Moore, G. R. See Hartshorn, R. T.; 
Tonge, P. 

Moore, L. J. See Langeland, N. 

Mooseker, M.S. See Stevenson, B. R. 

Moreland, S. See Hunt, J. T. 

Morero, R. D. See Farias, R. N. 

Moreton, K. See Oratore, A. 

Morgan, B. P. See Tomlinson, S. 

Complement membrane attack on 
nucleated cells: resistance, recovery 
and non-lethal effects. 264: 1 

Morgan, C. J. See Badawy, A. A. B. 
Morgan, H. W. See Saravani, G. A. 
Morgan, K. See Ayad, S. 

Morgan, M. See Faik, P. 

Morgan, R. O. 

——; Newby, A. C. 

Nitroprusside differentially inhibits 
ADP-stimulated calcium influx and 
mobilization in human platelets. 
258: 447 

Morgenstern, R. 
——-, Lundquist, G.; Joernvall, H.; DeP= 
ierre, J. W. 

Activation of rat liver microsomal 
glutathione transferase by limited 
proteolysis. 260: 577 

Mori, Y. See Honda, A. 


Morpeth, F. F. See George, G. N. 
Morpurgo, L 
—; Agostinelli, E.; Muccigrosso, J.; 

_— F.; Mondovi, B.; Avigliano, 


Benzylhydrazine as a pseudo-sub> 
strate of bovine serum amine oxi> 
dase. 260: 19 

Morris, A. J. 
——-,; Dexter, T. M.; Gallagher, J. T. 

Metabolic properties of a homoge> 
neous proteoglycan of a hemopoietic 
stem cell line, FDCP-mix. 260: 479 

Morris, G. E. 

Monoclonal antibody studies of crea= 
tine kinase. The ART epitope: 
evidence for an intermediate in 
protein folding. 257: 461 

Morris, H. G. See Thornton, D. J. 

Morris, J. D. H. See Price, B. D. 

Morrissey, J. J. See Waxman, D. J. 

Mort, J. S. See Nguygen Quang; Rob= 
erts, C. R. 

Morton, C. A. J. See Li, B. F. L. 

Morton, L. F. 

——- Peachey, A. R.; Barnes, M. J. 

Platelet—reactive sites in collagens 
type I and type III. Evidence for 
separate adhesion and aggregatory 
sites. 258: 157 

Moscat, J. See Diaz—Meco, M. T. 
Mott, D. M. See Kida, Y. 
Mowery, J. See Piazza, G. A. 
Muallem, S. 

—; Beeker, T. G. 

Relationship between hormonal, 

GTP ard Ins(1,4,5)P3—-stimulated 
calcium uptake and release in pan= 
creatic acinar cells. 263: 333 

——, Merritt, B. S.; Green, J.; Kleeman, 
C. R.; Yamaguchi, D. T. 

Classification of prostaglandin recep= 
tors based on coupling to signal 
transduction systems. 263: 769 

Muccigrosso, J. See Morpurgo, L. 

Muehlbacher, C. See Obermaier—Kus= 
ser, B. 

Mueller-Peddinghaus, R. See Bar= 
tha, K. 

Muenger, K. See Beltramini, M. 

Mukhopadhyay, N. K. 

— ; Shome, K.; Saha, A. K.; Hassell, 
J. R.; Glew, R. H. 

Heparin binds to Leishmania donova> 
ni promastigotes and inhibits protein 
phosphorylation. 264: 517 

Mulder, G. J. See Adang, A. E. P.; 
Nagelkerke, J. F. 

Mungre, S. M. See Deshmukh, D. R. 

Murakami, Y. 

—-; Matsufuji, S.; Nishiyama, M.; 
Hayashi, S. 

Properties and fluctuations in vivo of 
rat liver antizyme inhibitor. 
259: 839 

Murasugi, A. 

A model for the initiation of transla= 
tion at the late stage after infection 
by adenoviruses. 260: 621 

Murat, J. C. See Babia, T. 
Murphy, B. P. 
—-; Pratt, R. F. 

A thiono—6-lactam substrate for the 
B-lactamase II of Bacillus cereus. 
Evidence for direct interaction 
between the essential metal ion and 
substrate. 258: 765 

Murphy, D. J. 
—; Cummins, I.; Mang, A. S. 

Synthesis of the major oil-body mem= 
brane protein in developing rapeseed 
(Brassica napus) embryos. Integra> 
tion with storage-lipid and storage-> 
protein synthesis and implications 
for the mechanism of oil—body for= 
mation. 258: 285 


Murphy, G. See Nguygen Quang 
—-; Koklitis, P.; Carne, A. F. 

Dissociation of tissue inhibitor of 
metalloproteinases (TIMP) from 
enzyme complexes yields fully active 
inhibitor. 261: 1031 

——, Ward, R.; Hembry, R. M.; Rey= 
_— J. J.; Kuehn, K.; Tryggvason, 

Characterization of gelatinase from 
pig polymorphonuclear leukocytes. A 
metalloproteinase resembling tumor 
type IV collagenase. 258: 463 

Murphy, G. J. 

—-; Gawler, D. J.; Milligan, G.; Wak= 
elam, M. J. O.; Pyne, N. J.; Houslay, 
M. D. 

Glucagon desensitization of adenylate 
cyclase and stimulation of inositol 
phospholipid metabolism does not 
involve the inhibitory guanine nu= 
cleotide regulatory protein Gi, which 
is inactivated upon challenge of 
hepatocytes with glucagon. 

259: 191 
Murphy, M. E. 
——+; Menrer, J. P. 

Oxidation state of tissue thiol groups 
and content of protein carbonyl 
groups in chickens with inherited 
muscular dystrophy. 260: 359 

Murray, J. J. See Truett, A. P. III. 
Mushack, J. See Obermaier—Kusser, 
B 


Musicki, B. See Shimomura, O. 

Muszkat, K. A. See Gitlin, G. 

Muzzin, P. 

——-; Revelli, J. P.; Ricquier, D.; Meier, 
M. K.; Assimacopoulos—Jeannet, F.; 
Giacobino, J. P. 

The novel thermogenic 6—adrenergic 
agonist Ro 16-8714 increases the 
interscapular brown-fat 6-recep> 
tor—-adenylate cyclase and the un= 
coupling-protein mRNA level in 
obese (fa/fa) Zucker rats. 261: 721 

Myers, J. C. See Pihlajaniemi, T. 

Myklebost, O. See Nenseter, M. S. 

Myllyla, R. 

——- Kaska, D. D.; Kivirikko, K. I. 

The catalytic mechanism of the hy= 
droxylation reaction of peptidyl 
proline and — does not require 
protein disuifide—isomerase activity 
263: 609 


Naftalin, R. J. See Faik, P. 
—; Rist, R. J. 

Evidence that activation of 2-deoxy-> 
D-glucose transport in rat thymocyte 
suspensions results from enhanced 
coupling between transport and 
hexokinase activity. 260: 143 

Nagamatsu, K. 
—; Suzuki, K.; Teshima, R.; Ikebuchi, 
H.; Terao, T. 

Morphine enhances the phosphoryla> 
tion of a 58 kDa protein in mouse 
brain membranes. 257: 165 

Nagase, H. See Gunja—Smith, Z. 

Nagata, Y. See Konno, R. 

—; Konno, R.; Yasumura, Y.; Akino, 
x. 

Involvement of D-amino acid oxidase 
in elimination of free D-amino acids 
in mice. 257: 291 

Nagel, G. See Wendland, M. 

Nagelkerke, J. F. See Kuipers, F. 

—-; Dogterom, P.; De Bont, H. J. G. 
M.; Mulder, G. J. 

Prolonged high intracellular free 
calcium concentrations induced by 
ATP are not immediately cytotoxic 
in isolated rat hepatocytes. Changes 





in biochemical parameters implicat= 

ed in cell toxicity. 263: 347 
Nagengast, F. M. See Peters, W. H. 

M 


Nahorski, S. R. See Batty, I. H.; Chil= 
vers, E. R.; Kennedy, E. D.; Wills 
cocks, A. L. 

Naim, M. See Striem, B. J. 

Nair, B. G. 

——-; Rashed, H. M.,; Patel, T. B. 

Epidermal growth factor stimulates 
rat cardiac adenylate cyclase through 
a GTP-binding regulatory protein. 
264: 563 

Nair, G. P. See Farese, R. V. 

Naito, S. See Shioi, J. 

Nakada, M. T. 

—-; Haskell, K. M.; Ecker, D. J.; Sta= 
del, J. M.; Crooke, S. T. 

Genetic regulation of 82-adrenergic 
receptors in 3T3—-L1 fibroblasts. 
260: 53 

Nakagawa, M. See Hara, A. 

Nakanishi, M. See Mizuguchi, J. 

Nakashima, S. 

— Suganuma, A.; Matsui, A.; Hattori, 
H.; Sato, M.; Takenaka, A.; Nozawa, 
Y 


Primary role of calcium ions in ara> 
chidonic acid release from rat platel= 
et membranes. Comparison with 
human platelet membranes. 

259: 139 

Nakayama, T. See Hara, A. 

Nambi, P. See Aiyar, N. 

—; Mattern, M.; Bartus, J. O.; Aiyar, 
N.; Crooke, S. T. 

Stimulation of intracellular topoisom= 
erase I activity by vasopressin and 
thrombin. Differential regulation 
by pertussis toxin. 262: 485 

Namgoong, S. K. See Al Daher, S.; 
Cenci di Bello, I. 

Nara, K. See Uchida, K. 

Narayanan, A. S. 

——-; Page, R. C.; Swanson, J. 

Collagen synthesis by human fibrob= 
lasts. Regulation by transforming 
growth factor-8 in the presence of 
other inflammatory mediators. 

260: 463 
Nash, J.C. See Duggleby, R. G. 
Nasmith, P. E. 
—-; Mills, G. B.; Grinstein, S. 

Guanine nucleotides induce tyrosine 
phosphorylation and activation of 
the respiratory burst in neutrophils 
257: 893 

Nathaniel, D. J. See Riendeau, D. 

Nation, M. D. 

—,; Guzder, S. N.; Giroir, L. E.; 
Deutsch, W. A. 

Control of Drosophila deoxyuridine 
triphosphatase. Existence of a 
developmentally expressed protein 
inhibitor. 259: 593 

Nazar, K. See Dubaniewicz, A. 
Nealis, A. S. See Perkins, S. J. 
Nedergaard, J. See Obregon, M. J. 
Negrel, R. See Gaillard, D. 

— ; Gaillard, D.; Ailhaud, G. 

Prostacyclin as a potent effector of 
adipose—cell differentiation. 

257: 399 

Nel, A. See Hanekom, C. 

Nelles, L. See Eggermont, J. A. 

Nelson, B. D. See Linden, M. 

Nelson, D. L. See Evans, T. C. 

Nenquin, M. See Bertrand, G. 

Nenseter, M. S. See Blomhoff, R. 

——-,; Myklebost, O.; Blomhoff, R.; Dre= 
von, C. A.; Nilsson, A.; Norum, K. 
R.; Berg, T. 

Low-density lipoprotein receptors in 
different rabbit liver cells. 261: 587 


Neuhaus, H. E. See Kruckeberg, A. 
L 


Newby, A. C. See Morgan, R. O.; 
Skladanowski, A. C. 

Newsholme, E. A. See Ardawi, M. S. 
M.; Dimitriadis, G. D.; Leighton, B.; 
Newsholme, P.; Szondy, Z. 

Newsholme, P. 

—-; Newsholme, E. A. 

Rates of utilization of glucose, gluta= 
mine and oleate and formation of 
end-products by mouse peritoneal 
macrophages in culture. 261: 211 

Ng, C. K. 

; Handley, C. J.; Mason, R. M.; 
Robinson, H. C. 

Synthesis of hyaluronate in cultured 
bovine articular cartilage. 263: 761 

Ng, L. L. 

; Bomford, J. 

Altered stoichiometry of the human 
leukocyte sodium/hydrogen ion 
antiport with decreasing pH. 

259: 311 

Nguyen-Disteche, M. See Leyh-Bo>= 
uille, M. 

Nguygen Quang 

——; Murphy, G.; Roughley, P. J.; 
Mort, J. S. 

Degradation of proteoglycan aggregate 
by a cartilage metalloproteinase. 
Evidence for the involvement of 
stromelysin in the generation of 
link protein heterogeneity in situ. 
259: 61 

Nicks, J. L. See Cooney, G. J. 

Nicol, F. See Beckett, G. J. 

Nieboer, E. See Harley, C. B. 

Nieduszynski, I. A. See Sanderson, 

P. N.; Thornton, D. J. 

Niedzin, H. See Lee, G. H. D. 

Nielsen, J. M. See Willadsen, P. 

Nikles, A. C. See Cham, B. E. 

Nilsson, A. See Nenseter, M. S. 

Nilsson, T. See Arkhammar, P.; Berg> 
gren, P. O. 

Nimmo, H. G. See McKee, J. S.; 
McNaughton, G. A. L.; Pyne, N. J. 

——-, Douglas, F.; Kleanthous, C.; 
Campbell, D. G.; MacKintosh, C. 

Identification of a cysteine residue at 
the active site of Escherichia coli 
isocitrate lyase. 261: 431 

Nimpf, J. See Gries, A. 

Niot, I. See Clouet, P. 

Nishiyama, M. See Murakami, Y. 

Nister, M. See Hammacher, A. 

Niwa, A. See Konno, R. 

Nolan, R. D. See Molina y Vedia, L. 

Nomenclature Committee of the 
International Union of Biochem= 
istry (NC-IUB) 

Numbering of atoms in myo-inositol. 
Recommendations 1989. 258: 1 

Nomura, M. See Arber, J. M. 

Northup, J. K. See Blay, J.; Ros, M. 

Norum, K. R. See Eskild, W.; Nenset= 
er, M. S.; Wathne, K. O. 

Notton, B. A. See Kay, C. J. 

Nozawa, Y. See Nakashima, S. 

Nugent, J. H. A. 

——; Gratzer, W.; Segal, A. W. 

Identification of the heme—binding 
subunit of cytochrome b-24s. 

264: 921 

Nunez, D. J. 

——,; Davenport, A. P.; Emson, P. C.; 
Brown, M. J. 

A quantitative 'in-situ' hybridization 
method using computer-—assisted 
image analysis. Validation and 
measurement of atrial—natriuretic-> 
factor mRNA in the rat heart. 

263: 121 


AUTHOR INDEX 


Nunn, D. N. 
—-; Day, D.; Anthony, C. 

The second subunit of methanol 
dehydrogenase of Methylobacterium 
extorquens AM1. 260: 857 

Nuttall, M. E. See Byers, T. L. 
Nyirkos, P. See Golds, E. E. 


Obermaier-Kusser, B. 

——,; Muehlbacher, C.; Mushack, J.; 
Seffer, E.; Ermel, B.; Machicao, F.; 
Schmidt, F.; Haering, H. U. 

Further evidence for a two-step mod= 
el of glucose-transport regulation. 
Inositol phosphate-oligosaccharides 
regulate glucose—carrier activity. 
261: 699 

Obray, H. See Solari, R. 

Obregon, M. J. 

——-; Jacobsson, A.; Kirchgessner, T.; 
Schotz, M. C.; Cannon, B.; Neder= 
gaard, J. 

Postnatal recruitment of brown adi> 
pose tissue is induced by the cold 
stress experienced by the pups. An 
analysis of mRNA levels for ther= 
mogenin and lipoprotein lipase. 
259: 341 

— B. See Pepinsky, R. 


Ochi, M. See Onishi, S. 

Ochsner, M. See Pfeilschifter, J. 

O'Connell, M. J. 

—-; Ward, R. J.; Baum, H.; Peters, T. 
J 


Iron release from hemosiderin and 
ferritin by therapeutic and physio= 
logical chelators. 260: 903 

O'Connor, T. See Bailly, V. 

Odani, S. See Kimura, H. 

Oda-Tamai, S. 

——-; Kato, S.; Akamatsu, N. 

Postnatal changes in dolichol-path= 
way enzyme activities in rat liver. 
261: 371 

O'Driscoll, M. See Brocklehurst, K.; 
Kowlessur, D. 

Oellinger, K. See Buffinton, G. D. 

Oesch, F. See Steinberg, P.; Waxman, 
DF. 

Ofosu, F. A. 

— -; Hirsh, J.; Esmon, C. T.; Modi, G. 
J.; Smith, L. M.; Anvari, N.; Bu= 
chanan, M. R.; Fenton, J. W. IL; 
Blajchman, M. A. 

Unfractionated heparin inhibits 
thrombin-catalyzed amplification 
reactions of coagulation more effi= 
ciently than those catalyzed by 
factor Xa. 257: 143 

Ogata, E. See Hata, Y.; Mine, T. 

Ogier, S. A. 

——-; Mitchell, R.; Bladon, C. M. 

Novel ligands for the affinity labeling 
of luteinizing hormone releasing 
hormone receptors. 258: 881 

Ogilvie, A. 

——-; Luethje, J.; Pohl, U.; Busse, R. 

Identification and partial characteri= 
zation of an adenosine(5')tetraphos= 
pho(5')adenosine hydrolase on intact 
bovine aortic endothelial cells. 

259: 97 

Ohisalo, J. J. 

—-; Milligan, G. 

Guanine-nucleotide—binding proteins 
Gj and G; in fat-cells from normal, 
hypothyroid and obese human sub> 
jects. 260: 843 

——-; Vikman, H. L.; Ranta, S.; Houslay, 
M. D.; Milligan, G. 

Adipocyte plasma—membrane Gi and 
G; in insulinopenic diabetic pa= 
tients. 264: 289 





AUTHOR INDEX 


Ohmori, T. 
—-; Tarutani, O.; Hosoya, T. 

— assay method for activity 
of thyroid | ah rca Mears Me 
coupling of iodotyrosine residues of 
thyroglobulin utilizing HPLC for 
analysis of iodothyronines. 

262: 209 
Ohta, S. See Suzuki, T. 
Okeyama, N. See Shima, S. 
Okuyama, H. See Kijimoto—Ochiai, S. 
Oldroyd, R. G. See Loveless, R. W. 
Olivecrona, T. See Semb, H. 
Olivier, J. L. 
——-,; Chachaty, C.; Wolf, C.; Daveloose, 
D.; Bereziat, G. 

Binding of two spin-labeled deriva= 
tives of chlorpromazine to human 
erythrocytes. 264: 633 

Oller do Nascimento, C. M. 
—-; Illic, V.; Williamson, D. H. 

Reexamination of the putative roles 
of insulin and prolactin in the regu= 
lation of lipid deposition and lipo> 
genesis in vivo in mammary gland 
and white and brown adipose tissue 
of lactating rats and litter-removed 
rats. 258: 273 

Olson, J. A. See Barua, A. B. 
Olson, M.S. See Chao, W. 
Olsson, P. E. 

——, Zafarullah, M.; Gedamu, L. 

A role of metallothionein in zinc 
regulation after estradiol induction 
of vitellogenin synthesis in rainbow 
trout, Salmo gairdneri. 257: 555 

Olufemi, O. S. See Robb, D. A. 

Omar, G. See Shaw, P. M. 

Onaderra, M. See Gasset, M. 

O'Neill, J. R. See Sandy, J. D. 

Onishi, S. 

—-; Itoh, S.; Isobe, K.; Ochi, M.; Kuni= 
kata, T.; Imai, T. 

Effect of the binding of bilirubin to 
either the first class or the second 
class of binding sites of the human 
serum albumin molecule on its 
photochemical reaction. 257: 711 

Ono, T. See Kimura, H. 

Oparil, S. See Blalock, J. E. 

Oprins, A. See Dekker, J. 

Oratore, A. See D'Andrea, G. 

a D'Alessandro, A. M.; D'Andrea, 


Effect of synthetic carrier ampholytes 
on saturation of human serum 
transferrin. 259: 909 

——- D'Andrea, G.; Moreton, K.; Wil= 
liams, J. 

Binding of various ovotransferrin 
fragments to chick embryo red 
cells. 257: 301 

Orlowski, M. 
a Reznik, S.; Ayala, J.; Pierotti, A. 


Endopeptidase 24.15 from rat testes. 
Isolation of the enzyme and its 
specificity toward synthetic and 
natural peptides, including enkepha> 
lin-containing peptides. 261: 951 

Orosz, F. See Ovadi, J. 
O'Rourke, F. 
——,; Zavoico, G. B.; Feinstein, M. B. 

Release of calcium by inositol 1,4,5-> 
trisphosphate in platelet membrane 
vesicles is not dependent on cyclic 
AMP-dependent protein kinase. 
257: T15 

Orrenius, S. See Kass, G. E. N. 

Orsi, B. A. See Smyth, G. E. 

Ortiz—Caro, J. See Montiel, F. 

Osaki, M. 

——-, Sumimoto, H.; Takeshige, K.; 
a E. J. Jr.; Hori, Y.; Minaka= 
mi, S. 


Sodium/hydrogen ion exchange mod> 
ulates the production of leukotriene 
Bg by human neutrophils. 257: 751 

Osborn, N. U. See Doherty, F. J. 

Osmundsen, H. See Alexson, S. E. H.; 
Hovik, R. 

——-; Brodal, B.; Hovik, R. 

A luminometric assay for peroxisomal 
B-oxidation. Effects of fasting and 
streptozotocin—diabetes on peroxiso> 
mal B-oxidation. 260: 215 

Otter, R. See Reiter, R. 
——- Reiter, R.; Wendel, A. 

Alterations in the a 
—degradation and/or —secretion 
rates in hepatic subcellular fractions 
of selenium-deficient mice. 

258: 535 

Ovadi, J. 

——; Tompa, P.; Vertessy, B.; Orosz, 
F.; Keleti, T.; Welch, G. R. 

Transient-time analysis of sub= 
strate-channelling in interacting 
enzyme systems. 257: 187 

Owens, D. R. See Sobey, W. J. 
Ozben, T. 

Biliary lipid composition and gall= 
stone formation in rabbits fed on 
soy protein, cholesterol, casein and 
modified casein. 263: 293 

Ozon, R. See Jessus, C. 


Pace, U. See Striem, B. J. 

Pacini, L. See Spinedi, A. 

Packman, L. C. See Miller, A. D. 

Page, R. C. See Narayanan, A. S. 

Page, T. 

Evidence for the involvement of a 
gastrointestinal peptide in the regu= 
lation of glucose uptake in the 
mammary gland of the lactating 
rat. 258: 639 

Paiement, J. See Lanoix, J. 

Pain, V. M. See Lopes, M. N. 

Pairault, J. See Dugail, I. 

Pajula, R. L. See Kajander, E. O. 

Pallardo, F. V. 

— Williamson, D. H. 

Comparison of the flux of carbon to 
hepatic glycogen deposition and 
fatty acid and cholesterol synthesis 
on refeeding rats fed ad libitum or 
meal-fed rats with a chow-diet 
meal. 257: 607 

Palmer, F. B.S. C. See Byers, D. M. 

Palmer, R. M. 

——; Campbell, G. P.; Whitelaw, P. F.; 
Brown, D. S.; Bain, P. A.; Hesketh, 
cE 

The cyclooxygenase inhibitors indom= 
ethacin and ibuprofen inhibit the 
insulin-induced stimulation of ribo> 
somal RNA synthesis in L6 myob> 
lasts. 264: 101 

Palmer, R. M. J. See McCall, T. B. 

Palmer, S. 

—- Wakelam, M. J. O. 

The Ins(1,4,5)P3 binding site of bo= 
vine adrenocortical microsomes: 
function and regulation. 260: 593 

Palmer, T. N. See Sugden, M. C. 

Palmero, M. See Gutierrez, L. M. 

Pandey, S. 

——-; Parnaik, V. K. 

Identification of specific polypeptides 
of the nuclear envelope by iodination 
of mouse liver nuclei. 261: 733 

Pannekoek, H. See Leyte, A. 

Pantelic, D. See Sevaljevic, L. 

Parcej, D. N. 

—; Dolly, J. O. 

Dendrotoxin acceptor from bovine 
synaptic plasma membranes. Bind> 
ing properties, purification and 


subunit composition of a putative 
constituent of certain voltage—acti= 
vated potassium channels. 257: 899 

Elegance persists in the purification 
of potassium channels. Reply to 
comments. 264: 623 

Parham, P. 
——-; Brodsky, F. M.; Drickamer, K. 

The occurrence of disulfide bonds in 
purified clathrin light chains. 
257-115 

Park, S. S. See Waxman, D. J. 
Parker, P. J. See Mitchell, F. E. 
Parlato, G. See Masullo, M. 
Parmentier, G. See Schepers, L. 
Parnaik, V. K. See Pandey, S. 
Parniak, M. A. 

——-; Jennings, I. G.; Cotton, R. G. H. 

Interaction with a monoclonal anti= 
body alters the expression of cooper= 
ativity by phenylalanine hydroxylase 
from rat liver. 257: 383 

Parris, R. See Haigh, J. R. 

Parry-Billings, M. See Dimitriadis, 
G. D.; Leighton, B. 

eo R. A. See Coleman, R.; Kan, 
K.S. 

Parsonage, D. See Kironde, F. A. S. 

Parsons, S. F. See Tate, C. G. 

Parthe, S. See Hagmann, W. 

Pascual, A. See Montiel, F. 

Pasquini, J. M. See Adamo, A. M. 

Passaniti, A. 

——~ Koth, F. F. 

Purification of chicken liver ferritin 
by two novel methods and structur> 
al comparison with horse spleen 
ferritin. 258: 413 

Passareiro, H. See Takazawa, K. 
Passow, H. See Schmalzing, G. 
Pastor—Anglada, M. See Issad, T. 
Patel, B. See Price, G. J. 

Patel, M. J. 

——- Kassner, R. J. 

Alkyl and aromatic isocyanide binding 

to heme complexes. 262: 959 
Patel, T. B. See Nair, B. G. 
Patel, Y. See Wheeler—Jones, C. P. D. 
Paterson, A. R. P. See Gati, W. P. 
Patrick, S. D. See Wallin, R. 
Paulovic, R. P. 
—; Anwar, R. A. 

Developmental regulation of the 
mRNAs for elastins a, b and c in 
fetal—calf nuchal ligament and aor> 
ta. 261: 227 

Paulsson, M. See Smedsroed, B. 
Pauly, D. F. See Wolkowicz, P. E. 
Paver, J. L. 

—, Hawkins, H. C.; Freedman, R. B. 
Preparation and characterization of 
dog pancreas microsomal mem> 

branes specifically depleted of pro= 
tein disulfide—isomerase. 257: 657 
Peachey, A. R. See Morton, L. F. 
Pearce, K. See Topham, R. 
Pearson, J. D. See Carter, T. D. 
Pedersen, A. O. See Honore, B. 
Pedersen, S. B. See Richelsen, B. 
Pegg, A. E. See Byers, T. L.; Holm, I.; 
Poulin, R. 
Pegorier, J. P. 
—-; Garcia—Garcia, M. V.; Prip-Buus, 
C.; Duee, P. H.; Kohl, C.; Girard, J. 

Induction of ketogenesis and fatty 
acid oxidation by glucagon and 
cyclic AMP in cultured hepatocytes 
from rabbit fetuses. Evidence for a 
decicased sensitivity of carnitine 
palmitoyltransferase I to malonyl-> 
CoA inhibition after glucagon or 
cyclic AMP treatment. 264: 93 

Peinado, J. See Burgaya, F. 
Pejler, G. See Bray, B. 





28 


Pekrun, A. See Pinder, J. C. 
Peltonen, L. See Baumann, M. 
Pemberton, P. A. 
—-; Harrison, R. A.; Lachmann, P. J.; 
Carrell, R. W. 
The structural basis for neutrophil 
inactivation of C1 inhibitor. 
258: 193 
Penicaud, L. 
——-; Hitier, Y.; Ferre, P.; Girard, J. 
Hypoglycemic effect of metformin in 
genetically obese (fa/fa) rats results 
from an increased utilization of 
blood glucose by intestine. 262: 881 
Penning, L. C. See Van Haastert, P. 
J. M. 
Penning, T. M. See Ricigliano, J. W. 
Penniston, J. T. See Caride, A. J.; 
Enyedi, A. 
Pepin, D. See Colard, O. 
Pepinsky, R. B. 
—- Sinclair, L. K.; Chow, E. P.; O'= 
Brine—Greco, B. 
A dimeric form of lipocortin—1 in 
human placenta. 263: 97 
Percy, J. M. See Apps, D. K. 
Pereillo, J. M. See Freyssinet, J. M. 
Pereira, B. 
——, Sivakami, S. 
Neutral maltase/glucoamylase from 
rabbit renal cortex. 261: 43 
Perez-Castineira, J. R. See Apps, D. 


K. 
Perham, R. N. See Alefounder, P. R. 
Periasamy, M. 
—- Gregory, P.; Martin, B. J.; Stire= 
walt, W. S. 

Regulation of myosin heavy-chain 
gene expression during skeletal-> 
muscle hypertrophy. 257: 691 

Perkins, S. J. 
—-; Nealis, A. S. 

The quaternary structure in solution 
of human complement subcompo> 
nent Clr2Cls2. 263: 463 

Perrot-Applanat, M. See Vu Hai 
Mai Thu 

Perry, J. See Lumb, M. 

Persaud, S. J. 

——-; Jones, P. M.; Howell, S. L. 

Effects of Bordetella pertussis toxin 
on catecholamine inhibition of insus 
lin release from intact and electri= 
cally permeabilized rat islets. 

258: 669 
; Jones, P. M.; Sugden, D.; Howell, 
Ss. L 


The role of protein kinase C in choli= 
nergic stimulation of insulin se= 
cretion from rat islets of Langer= 
hans. 264: 753 

Persson, L. See Holm, I. 
—-, Khomutov, A. R.; Khomutov, R. 
M 


Feedback regulation of S-adeno= 
sylmethionine decarboxylase synthe= 
sis. 257: 929 

Persson, L. O. 
——-; Johansson, G. 

Studies of protein—protein interaction 
using countercurrent distribution in 
aqucous two-phase systems. Parti> 
tion behavior of six Calvin-cycle 
enzymes from a crude spinach (Spi> 
nacia oleracea) chloroplast extract. 
259: 863 

Pestana, A. See Jimenez, B. 

Peters, A. R. See Mayo, K. H. 

Peters, T. J. See O'Connell, M. J.; 
Preedy, V. R. 

Peters, W. H. M. 

——- Roelofs, H. M. J.; Nagengast, F. 
M.; Van Tongeren, J. H. M. 

Human intestinal glutathione S-> 
transferases. 257: 471 


Peters, W. H. N. 
—- Roelofs, H. M. J. 

Time-dependent activity and expres= 
sion of glutathione S-transferases 
in the human colon adenocarcinoma 
cell line Caco-2. 264: 613 

Petrie, J. C. See Shaw, P. M. 
Petrovic, M. See Sevaljevic, L. 
Pettersson, I. See Kjeilen, L. 
Pettersson, U. See Kjellen, L. 
Pettigrew, G. W. See Hunter, D. J. B. 
Peyron, J. F. 
—; Aussel, C.; Ferrua, B.; Haering, 
H.; Fehlmann, M. 

Phosphorylation of two cytosolic 
proteins. An early event of T-cell 
activation. 258: 505 

Pfannkuche, H. J. 
——-; Kaever, V.; Gemsa, D.; Resch, K. 

Regulation of prostaglandin synthesis 
by protein kinase C in mouse perito> 
neal macrophages. 260: 471 

Pfeilschifter, J. 
——-; Ochsner, M.; Whitebread, S.; De 
Gasparo, M. 

Down-regulation of protein kinase C 
potentiates angiotensin II-stimulat> 
ed polyphosphoinositide hydrolysis 
in vascular smooth-muscle cells. 
262: 285 

Phillips, I. R. See Brocklehurst, K. 
Phillips, J. H. See Haigh, J. R. 
Phoenix, J. 

——- Edwards, R. H. T.; Jackson, M. J. 
Inhibition of calcium-induced cyto> 
solic enzyme efflux from skeletal 
muscle by vitamin E and related 

compounds. 257: 207 

Piazza, G. A. 

——-,;  Callanan, H. M.; Mowery, J.; Hix= 
son, D. C. 

Evidence for a role of dipeptidyl 
peptidase IV in fibronectin—mediat= 
ed interactions of hepatocytes with 
extracellular matrix. 262: 327 

Picatoste, F. See Claro, E. 
Piche, L. A. 
——,; Mahadevappa, V. G. 

Aggregation and/or oxygenated prod> 
ucts of arachidonic acid are not 
required for collagen-induced dea> 
cylation of phosphatidylcholine in 
human platelets. 263: 143 

Pickersgill, R. W. 
——,; Sumner, I. G.; Collins, M. E.; 
Goodenough, P. W. 

Structural and electrostatic differs 
ences between actinidin and papain 
account for differences in activity. 
Reply to comments. 257: 310 

Pickett, W. See Stenson, W. F. 
Pieper, D. H. See Bruce, N. C. 
Pierotti, A. R. See Orlowski, M. 
Pietrangelo, A. See Airo, G. 

== uszko, R. See Forte-McRobbie, 


Piggott, J. R. See Cook, E. A.; Hug= 
gins, J. P. 
Pihlajaniemi, T. 
—-; McKeon, J.; Gay, S.; Gay, R.; De 
hia W. J.; Myers, J. C.; Prockop, 
Increased expression of the gene for 
the proal(IV) chain of basement-> 
membrane procollagen in cultured 
skin fibroblasts from two variants 
of osteogenesis imperfecta. 
257: 439 
Pike, L. J. See Dadabay, C. Y. 
Piltch, A. See Sun, L. 
—- Sun, L.; Fava, R. A.; Hayashi, J. 
Lipocortin—independent effect of 
dexamethasone on phospholipase 
activity in a thymic epithelial cell 
line. 261: 395 


AUTHOR INDEX 


Pinder, J. C. 

——- Smith, K. S.; Pekrun, A.; Gratzer, 
W. B. 

Preparation and properties of human 
red—cell ankyrin. 264: 423 

Pipeleers, D. See Guest, P. C. 

Piras, G. See El Kharroubi, A. 

Piron-Fraipont, C. 

——-; Duez, C.; Matagne, A.; Molitor, 
C.; Dusart, J.; Frere, J. M.; Ghu= 
ysen, J. M. 

Cloning and amplified expression in 
Streptomyces lividans of the gene 
encoding the extracellular B-lactas 
mase of Actinomadura R39. 

262: 849 

Pittner, R. A. 

——, Fain, J. N. 

Exposure of cultured hepatocytes to 
cyclic AMP enhances the vasopres= 
sin—mediated stimulation of inositol 
phosphate production. 257: 455 

Plas, C. See Bismut, H. 

Plessers, L. See Wuytack, F. 

Po, C. See Howell, G. M. 

Pogson, C. I. See Salter, M. 

Pohl, U. See Ogilvie, A. 

Pohimann, R. See Wendland, M. 

Polak, E. H. 

——, Shirley, S. G.; Dodd, G. H. 

Concanavalin A reveals olfactory 
receptors which discriminate be= 
tween alkane odorants on the basis 
of size. 262: 475 

Poli, G. 

; Cheeseman, K. H.; Biasi, F.; 
Chiarpotto, E.; Dianzani, M. U.; 
Esterbauer, H.; Slater, T. F. 

Promethazine inhibits the formation 
of aldehydic products of lipid perox= 
idation but not covalent binding 
resulting from the exposure of rat 
liver fractions to carbon tetrachlo> 
ride. 264: 527 

Pollack, S. See Weaver, J. 

Pollet, R. J. See Farese, R. V. 

Polonovski, J. See Colard, O. 

Pomfret, E. A. See Zeisel, S. H. 

Pons, F. See Mejean, C. 

Poole, A. R. 

——, Webber, C.; Reiner, A.; Roughley, 
Ps 


Studies of a monoclonal antibody to 
skeletal keratan sulfate. Importance 
of antibody valency. 260: 849 

Poole, R. C. 
——- Halestrap, A. P. 

Purification of aldehyde dehydroge= 
nase from rat liver mitochondria by 
a-cyanocinnamate affinity chroma 
tography. 259: 105 

——- Halestrap, A. P.; Price, S. J.; Levi, 
A. J. 

The kinetics of transport of lactate 
and pyruvate into isolated cardiac 
myocytes from guinea pig. Kinetic 
evidence for the presence of a carri> 
er distinct from that in erythrocytes 
and hepatocytes. 264: 409 

Poot, M. 

——-; Rabinovitch, P. S.; Hoehn, H. 
Bromodeoxyuridine amplifies free-> 
radical-mediated DNA damage. 

261: 269 

Pope, F. M. See King, I. A. 

Porcelli, M. 

——-; Cacciapuoti, G.; Cimino, G.; Ga= 
vagnin, M.; Sodano, G.; Zappia, V. 

Biosynthesis and metabolism of 9-> 
[5'-deoxy—5'—(methylthio)—6—D-xylo= 
furanosyl]adenine, a novel natural 
analog of methylthioadenosine. 

263: 635 
Porter, C. W. See Kramer, D. L. 





AUTHOR INDEX 


Posse, E. See Farias, R. N. 
Possmayer, F. See Walton, P. A. 
Poste, G. See Pritchard, M. L. 

Potter, B. V. L. See Taylor, C. W. 

Poulin, R. 

——, Secrist,; J. A. IIl.; Pegg, A. E- 

Effect of 1-amino—oxy—3—aminopro= 
pane on polyamine metabolism and 
growth of L1210 cells. 263: 215 

Pouios, A. See Street, J. M. 

Powell, G. M. See Hughes, H. M. 

Powell, J. F. 

——- Hsu, Y. P. P.; Weyler, W.; Chen, 
S.; Salach, J.; Andrikopoulos, K.; 
Mallet, J.; Breakefield, X. O. 

The primary structure of bovine 
monoamine oxidase type A. Com> 
parison with peptide sequences of 
bovine monoamine oxidase type B 
and other flavoenzymes. 259: 407 

Powell, J. T. See Wilson, T. J. G. 

Poznanovic, G. See Sevaljevic, L. 

Pozsgay, M. See Bietlot, H. 

Prasad, M. R. 

——, Engelman, R. M.; Jones, R. M.; 
Das, D. K. 

Effects of oxyradicals on oxymyoglo> 
bin. Deoxygenation, heme removal 
and iron release. 263: 731 

Prasanna, H. R. 

——-; Hart, R. W.; Magee, P. N. 

Effect of short-term exposure of rats 
to dehydroepiandrosterone on the 
hepatic metabolism of dimethylni= 
trosamine. 262: 985 

Pratt, A. J. See Baldwin, J. E. 

Pratt, K. J. 

—; Carles, C.; Carne, T. J.; Danson, 
M. J.; Stevenson, K. J. 

Detection of bacterial lipoic acid. A 
modified gas—-chromatographic—-> 
mass—spectrometric procedure. 

258: 749 

Pratt, R. F. See Mazzella, L. J.; Mur= 
phy, B. P. 

Preaux, G. See Tahon, J. P. 

Preedy, V. R. 

——; Peters, T. J- 

The effect of chronic ethanol ingestion 
on synthesis and degradation of 
soluble, contractile and stromal 
protein fractions of skeletal muscles 
from immature and mature rats. 
259: 261 

——-, Sugden, P. H. 

The effects of fasting or hypoxia on 
rates of protein synthesis in vivo in 
subcellular fractions of rat heart 
and gastrocnemius muscle. 

257: 519 

Prescott, M. 

——-; Milne, A. D.; McLennan, A. G. 

Characterization of the bis(5'-nucleo= 
sidyl) tetraphosphate pyrophos= 
phohydrolase from encysted embr= 
yos of the brine shrimp Artemia. 
259: 831 

Price, B. D. 

—-; Morris, J. D. H.; Hall, A. 

Stimulation of phosphatidylcholine 
breakdown and diacylglycerol pro> 
duction by growth factors in Swiss-> 
3T3 cells. 264: 509 

——-; Morris, J. D. H.; Marshall, C. J.; 
Hall, A. 

Scrape-loaded p21's down-regulates 
agonist-stimulated inositol phos= 
phate production by a mechanism 
involving protein kinase C. 

260: 157 

Price, G. J. 

——-; Jones, P.; Davison, M. D.; Patel, 
B.; Bendori, R.; Geiger, B.; Critch= 
ley, D. R. 

Primary sequence and domain struc= 
ture of chicken vinculin. 259: 453 


Price, N. C. See West, S. M. 
Price, S. J. See Poole, R. C. 
Priestley, N. D. 

—-; Robinson, J. A. 

Purification and catalytic properties 
of L-valine dehydrogenase from 
Streptomyces cinnamonensis. 

261: 853 
Prince, R. C. See George, G. N. 
Princen, H. M. G. 
——-; Meijer, P.; Hofstee, B. 

Dexamethasone regulates bile acid 
synthesis in monolayer cultures of 
rat hepatocytes by induction of 
cholesterol 7a—hydroxylase. 

262: 341 
Pringle, J. A.S. See Hayman, A. R. 
Prip—Buus, C. See Pegorier, J. P. 
Pritchard, K. 
——-; Marston, S. B. 

Calcium-calmodulin binding to cal= 
desmon and the caldesmon-actin-= 
tropomyosin complex. Its role in 
calcium regulation of the activity of 
synthetic smooth muscle thin filas 
ments. 257: 839 

Pritchard, M. L. 

—-; Rieman, D.; Feild, J.; Kruse, C.; 
Rosenberg, M.; Poste, G.; Greig, R. 
G.; Ferguson, B. Q. 

A truncated v—abl-derived tyrosine-> 
specific tyrosine kinase expressed 
in Escherichia coli. 257: 321 

Probert, L. 
——-; Hanley, M. R. 

Still degrading after all these years. 
Comments. 259: 621 

Prockop, D. J. See Ala—Kokko, L.; 
Baldwin, C. T.; Pihlajaniemi, T. 

Prostko, C. R. 

——-, Fritz, R. S.; Kletzien, R. F. 

Nutritiona! regulation of hepatic 
glucose—6—phosphate dehydroge= 
nase. Transient activation of tran= 
scription. 258: 295 

Proud, C. G. See Redpath, N. T. 
Pryce, D. J. See Kwong, T. C. 
Pua, K. See Vanstapel, F. 

Pun, K. K 

——; He, P. WwW: M. 

Identification and characterization of 
parathyroid hormone receptors on 
dog kidney, human kidney, chick 
bone and human dermal fibroblast. A 
comparative study of functional 
and structural properties. 259: 785 

Purdon, M. A. See Korner, G. 

Putney, J. W. Jr. See Takemura, H. 

Pyne, N. J. See Murphy, G. J. 

—-; Cushley, W.; Nimmo, H. G.; Hous= 
lay, M. D. 

Insulin stimulates the tyrosyl phos= 
phorylation and activation of the 
52 kDa peripheral plasma—mem= 
brane cyclic AMP phosphodiesterase 
in intact hepatocytes. 261: 897 


Quant, P. A. 
——-; Tubbs, P. K.; Brand, M. D. 
Treatment of rats with glucagon or 

mannoheptulose increases mitochon> 
drial 3—hydroxy—3—methylglutaryl-> 
CoA synthase activity and decreases 
succinyl—CoA content in liver. 
262: 159 

Quelard, C. See Catelli, M. G. 

Quigley, J. P. See Gold, L. I. 

Quignard-Boulange, A. See Dugail, 
I 


Quilliam, L. A. 
—— Dobson, P. R. M.; Brown, B. L. 
Regulation of GH3 pituitary tumor-= 
cell adenylate cyclase activity by 
activators of protein kinase C. 
262: 829 


Quinlan, G. J. See Aruoma, O. I. 

Quinn, P. J 

—-; Kates, M.; Tocanne, J. F.; Tomo= 
aia—Cotisel, M. 

Surface characteristics of phosphati= 
dylglycerol phosphate from the 
extreme halophile Halobacterium 
cutirubrum compared with those of 
its deoxy analog, at the air/water 
interface. 261: 377 

Quint, D. See Solari, R. 
Quistorff, B. See Evans, J. L. 


Rabinovitch, P. S. See Poot, M. 

Rachubinski, R. A. See Harley, C. B. 

Radda, G. K. See Challiss, R. A. J. 

Radeke, H. H. See Meier, B. 

Radenberg, T. 

——-; Scholz, P.; Bergmann, G.; Mayr, 
G. W. 

The quantitative spectrum of inositol 
phosphate metabolites in avian 
erythrocytes, analyzed by proton 
NMR and HPLC with direct isomer 
detection. 264: 323 

Radin, N. S. 
——, Shukla, A.; Shukla, G. S.; Sano, 
A. 
Heat-stable protein that stimulates 
acid a-glucosidase. 264: 845 
Raeymaekers, L. See Missiaen, L.; 
Verboomen, H.; Wuytack, F. 
Ragan, C. I. See Gee, N. S.; Jackson, 
R.G 


Rahimi-—Pour, A. See Antoine, B. 
Rahman, K. See Coleman, R. 
Raijman, L. See Cohen, N. S. 
Raja, R. H. See McGary, C. T. 
Rakitzis, E. T. 

Kinetic analysis of protein modifica= 

tion reactions at equilibrium. 

263: 855 
Rakshit, M. M. See Kundu, M. 
Ramachandran, C. See Catelli, M. G. 
——-; Brunette, M. G. 

The renal sodium/calcium exchange 
system is located exclusively in the 
distal tubule. 257: 259 

Ramamoorthy, S. 
——- Balasubramanian, A. S. 

Stimulation by ATP—magnesium and 
inactivation by cyclic-AMP-depend= 
ent phosphorylation of a cytosolic 
monkey brain aminopeptidase. 

258: 777 

Rambelli, F. See Brigotti, M.; Zambo= 
ni, M. 

——-; Brigotti, M.; Zamboni, M.; Denaro, 
M.; Montanaro, L.; Sperti, S. 

Effect of the antibiotic purpuromycin 
on cell-free protein—-synthesizing 
systems. 259: 307 

Ramirez, I. See Burgaya, F. 

Ramirez, R. 

——-, Zahner, D.; Marynissen, G.; Sener, 
A.; Malaisse, W. J. 

Anomeric specificity of D-glucose 
phosphorylation by rat liver glus 
cose—6—phosphatase. 261: 509 

Ramsay, R. F. See Brady, P. S. 

Ramsay, R. R. See Derrick, J. P. 

Ramshaw, J. A. M. See Baker, A. T. 

Randall, D. P. See Hothi, S. K. 

Randall, R. W. See Bonser, R. W. 

Randle, P. J. See Beggs, M.; March> 
ington, D. R. 

Rando, R. R. See Seckler, B. 

Ransijn, A. See Buchmueller—Rouiller, 
¥ 


Ranta, S. See Ohisalo, J. J. 
Rao, M. R. S. See Satyanarayana, K. 
Rao, S. B. 
—-,; Mehendale, H. M. 
Protective role of fructose 1,6—bis= 





a during carbon tetrachlo= 

ride hepatotoxicity in rats. 
262: 721 

Rapiejko, P. J. See Ros, M. 

Rappocciolo, E. See Airo, G. 

Rashed, H. M. See Nair, B. G. 

Rasmussen, H. See Zawalich, W. S. 

Rassendren, F. See Guillon, G. 

Rastogi, S. R. See Byers, D. M. 

Ratcliffe, A. See Thornton, D. J. 

Ratzlaff, L.C. See Sandy, J. D. 

Rauch, U. See Hausser, H. 

Ravet, V. See Vu Hai Mai Thu 

Ravid, K. 

— , Rosenthal, R. A.; Doctrow, S. R.; 
Lowenstein, J. M. 

28 kDa adenosine-binding proteins 
of brain and other tissues. 258: 653 

Ravindranath, V. 

—-; Varada, H. K. A. T. 

High activity of cytochrome P-450-= 
linked aminopyrine N-demethylase 
in mouse brain microsomes, and 
associated sex-related difference. 
261: 769 

Ray, R. See Makin, G. 

Reboul, A. See Drouet, C. 

Reddy, G. S. See Gutteridge, S. 

Redecker, B. 

—; Horst, M.; Hasilik, A. 

Calcitriol enhances transcriptional 
activity of lysozyme and cathepsin D 
genes in U937 promonocytes. 

262: 843 

Redfern, C. P. F. See Rees, J. L. 

Redpath, N. T. 

——- Proud, C. G. 

The tumor promoter okadaic acid 
inhibits reticulocyte-lysate protein 
synthesis by increasing the net 
phosphorylation of elongation factor 
2. 262: 69 

Reed, C. J. 

——- De Matteis, F. 

Cumene hydroperoxide—dependent 
oxidation of NNN'N'-tetramethyl-= 
p-phenylenediamine and 7—ethoxy= 
coumarin by cytochrome P-450. 
Comparison between the hemopro> 
teins from liver and olfactory tissue 
261: 793 

Reed, J. 

——-; De Ropp, J. S.; Trewhella, J.; 
Glass, D. B.; Liddie, W. K.; Brad= 
bury, E. M.; Kinzel, V.; Walsh, D. 
A 


Conformational analysis of PK1(S-> 
22)amide, the active inhibitory 
fragment of the inhibitor protein of 
the cyclic AMP-dependent protein 
kinase. 264: 371 

Reeds, P. J. See Maltin, C. A. 
Reers, M. 

——; Kelly, R. A.; Smith, T. W. 
Calcium and proton activities in rat 
cardiac mitochondria. Effect of 

matrix environment on behavior of 
fluorescent probes. 257: 131 
Rees, H. H. See Howarth, O. W. 
Rees, J. L. 
——-; Daly, A. K.; Redfern, C. P. F. 

Differential expression of the a and 6 
retinoic acid receptors in tissues of 
the rat. 259: 917 

Reeve, C. D. 
——-; Carver, M. A.; Hopper, D. J. 

The purification and characterization 
of 4-ethylphenol methylenehydroxy= 
lase, a flavocytochrome from Pseu= 
domonas putida JD1. 263: 431 

Reginato, A. M. See Baldwin, C. T. 
Rehm, H. 

Purification methods for neuronal 
potassium channels. Comments. 
264: 622 


Reibnegger, G. See Werner, E. R. 

Reid, D. See Unitt, J. F. 

Reid, G. A. See Black, M. T.; White, 
S.A. 

Reid, S. K. 

—- Kennedy, J. M.; Shimizu, N.; 
Stewart, A.; Vrbova, G.; Zak, R. 

Regulation of expression of avian 
slow myosin heavy-chain isoforms. 
260: 449 

Reig, J. A. See Gutierrez, L. M. 

Reilly, J. J. Jr. 

——-; Mason, R. W.; Chen, P.; Joseph, 
L. J.; Sukhatme, V. P.; Yee, R.; 
Chapman, H. A. Jr. 

Synthesis and processing of cathepsin 
L, an elastase, by human alveolar 
macrophages. 257: 493 

Reiner, A. See Poole, A. R. 

Reinhold, R. See Sasak, W. V. 

Reiter, R. See Otter, R. 

—-; Otter, R.; Wendel, A. 

Subcellular distribution of selenium 
in deficient mouse liver. 258: 541 

Renier-Pirlot, S. See Leyh—Bouille, 
M 


Rennie, M. J. See MacLennan, P. A. 
Resch, K. See Meier, B.; Pfannkuche, 
H. J 


Revelli, J. P. See Muzzin, P. 

Reynolds, J. J. See Murphy, G. 

Reznik, S. See Orlowski, M. 

Rheeder, A. See Hanekom, C. 

Rhodes, C. J. See Guest, P. C. 

——,; Zumbrunn, A.; Bailyes, E. M.; 
Shaw, E.; Hutton, J. C. 

The inhibition of proinsulin—process= 
ing endopeptidase activities by 
active-site—directed peptides. 

258: 305 
Rice, H. L. See Joseph, S. K. 
Rice, J. E. See Gardner, S. D. 
Rich, D. H. See Buttle, D. J. 
Rich, D. P. See Colbran, R. J. 
Richards, A. D. See Thomas, D. J. 
Richelsen, B. 
——-; Pedersen, S. B.; Hougaard, D. M. 

Characterization of antilipolytic action 
of polyamines in isolated rat adipo> 
cytes. 261: 661 

Ricigliano, J. W. 
——-; Penning, T. M. 

Synthesis and evaluation of non-ster= 
oidal mechanism-based inactivators 
of 3a—-hydroxysteroid dehydroge= 
nase. 262: 139 

Ricquier, D. See Casteilla, L.; Muzzin, 
Y 


Rideout, J. M. See Guo, R. 
Rider, M. H. 
— >; Hue, L. 

Inactivation of liver 6—phosphofruc> 
to-2-kinase/fructose—2,6—bisphos= 
phatase by o-phthalaldehyde. 

262: 97 
Riding, G. A. See Willadsen, P. 
Rieman, D. See Pritchard, M. L. 
Riendeau, D. 
<r D.; Choo, L. Y.; Nathaniel, 


Stimulation of 5—lipoxygenase activity 
under conditions which promote 
lipid peroxidation. 263: 565 

Rigaud, M. See Lagarde, M. 
Rigney, E. 
——-; Mantle, T. J.; Dickinson, F. M. 

The kinetics of ox kidney biliverdin 
reductase in the pre-steady state. 
Evidence that the dissociation of 
bilirubin is the rate-determining 
step. 259: 709 

Riley, P. A. See Jonas, S. K. 
Rings, E. H. H. M. See Buller, H. A. 
Rink, T. J. See Sage, S. O. 


AUTHOR INDEX 


Rinne, A. See Kirschke, H. 

Ripoche, J. See Fontaine, M. 

Rist, R. J. See Faik, P.; Naftalin, R. J. 
Rits, M. See Whitehead, A. S. 

Rius, F. X. See Collison, D. 

Rivas, G. See Calvete, J. J. 

Rivett, A. J. 

High molecular mass intracellular 

proteases. 263: 625 

Rizvi, S. I. See Suhail, M. 

Rizwii, I. 

——- Tan, A. K.; Fink, A. L.; Virden, 
R. 

Clavulanate inactivation of Staphylo> 

coccus aureus 6-lactamase. 
258: 205 

Robb, D. A. 

——-; Olufemi, O. S.; Williams, D. A.; 
Midgley, J. M. 

Identification of glycation at the 
N-terminus of albumin by gas chro> 
matography—mass spectrometry. 
261: 871 

Robberecht, P. 
——-; De Neef, P.; Buscail, L.; Chris= 
tophe, J. 

The phorbol ester TPA stimulates 
the expression of functional 6-adre= 
noceptors in human T lymphoblasts 
Molt 3. 261: 959 

Robelin, J. See Casteilla, L.; Giralt, 
M 


Roberton, A. M. 

——-; Mantle, M.; Fahim, R. E. F.; Spes 
cian, R. D.; Bennick, A.; Kawagishi, 
S.; Sherman, P.; Forstner, J. F. 

The putative 'link' glycopeptide asso> 
ciated with mucus glycoproteins. 
Composition and properties of prep> 
arations from the gastrointestinal 
tracts of several mammals. 

261: 637 
Roberts, C. R. 
—-; Roughiey, P. J.; Mort, J. S. 

Degradation of human proteoglycan 
aggregate induced by hydrogen 
peroxide. Protein fragmentation, 
amino acid modification and hyalu= 
ronic acid cleavage. 259: 805 

Roberts, G. C. K. See Bowden, K. 
Robertson, L. W. See Steinberg, P. 
Robinson, B. S. 

-—-; Baisted, D. J.; Vance, D. E. 

Comparison of albumin—mediated 
release of lysophosphatidylcholine 
and lysophosphatidylethanolamine 
from cultured rat hepatocytes. 

264: 125 
—-; Yao, Z.; Baisted, D. J.; Vance, D. 
E 


Lysophosphatidylcholine metabolism 
and lipoprotein secretion by cultured 
rat hepatocytes deficient in choline. 
260: 207 

Robinson, C. J. 
—-; Shirley, S. G.; Dodd, G. H. 

The detergent Solulan C—24 reveals 
properties of the olfactory adenylate 
cyclase system. 260: 683 

Robinson, C. P. See Sparrow, L. G. 

Robinson, H. C. See Ng, C. K. 

Robinson, J. A. See Priestley, N. D. 

Robinson, R. 

——- Kauffman, D. L.; Waye, M. M. Y.,; 
Blum, M.; Bennick, A.; Keller, P. J. 

Primary structure and possible origin 
of the non-glycosylated basic pro> 
line-rich protein of human subman> 
dibular/sublingual saliva. 263: 497 

Rochet, N. See Baron, V.; Bozou, J. 
C.; Tanti, J. F. 

Rodriguez, M. See Dubreuil, P. 

Rodriguez-Gil, J. E. See Gomez-Foix, 
A. M.; Villar—Palasi, C. 





AUTHOR INDEX 


Se H. See Jacob> 

sen, C. 

Roelofs, H. M. J. See Peters, W. H. 
M.; Peters, W. H. N. 

Roepstorff, P. See Klarskov, K.; 
Knudsen, J. 

Roeser, H. P. See Cham, B. E. 

Rogel, A. See Gilboa—Ron, A. 

Rogers, L. J. See Wakabayashi, S. 

Rohmer, M. See Flesch, G. 

Roifman, C. See Ebanks, R. 

Rojo-Dominguez, A. See Solis-Men>= 
diola, S. 

Rokos, H. See Horst, C. 

Roldan, E. R. S. 

—- Harrison, R. A. P. 

Polyphosphoinositide breakdown and 

subsequent exocytosis in the calcis 
um/ionophore-induced acrosome 
reaction of mammalian spermato= 
zoa. 259: 397 

Roman-Lopez, C. R. See Shriver, B. 
J 


——-; Shriver, B. J.; Joseph, C. R.; All= 
red, J. B. 

Mitochondrial acetyl-CoA carboxy= 
lase. Time course of mobilization/= 
activation in liver of refed rats. 
260: 927 

Romero, J. M. 
——- Lara, C.; Guerrero, M. G. 

Determination of intracellular nitrate 
259: 545 

Rongyed, S. See Holmsen, H. 
— E. See Van Haastert, P. J. 


Ros, M. 
; Northup, J. K.; Malbon, C. C. 

Adipocyte G-proteins and adenylate 
cyclase. Effects of adrenalectomy. 
28%: 737 

——, Watkins, D. C.; Rapiejko, P. J.; 
Malbon, C. C. 

Glucocorticoids modulate mRNA 
levels for G-protein 6—-subunits. 
260: 271 

Rosen, G. See McNeely, T. B. 

Rosen, G. M. See Britigan, B. E. 

Rosenberg, M. See Pritchard, M. L. 

Rosenthal, R. A. See Ravid, K. 

Ross, M. See Bagley, C. J. 

——-, Francis, G. L.; Szabo, L.; Wallace, 
J. C.; Ballard, F. J. 

Insulin-like growth factor (IGF)-= 
binding proteins inhibit the biologi= 
cal activities of IGF—1 and IGF-2 
but not des—(1-3)-IGF-1. 258: 267 

Rossi, B. See Baron, V. 
Rossi, I. 
——,; Monge, L.; Feliu, J. E. 

Short-term regulation of glycolysis 
by vasoactive intestinal peptide in 
epithelial cells isolated from rat 
small intestine. 262: 397 

Rossier, J. See Guest, P. C. 
Roth, T. F. See Passaniti, A. 
Rothery, R. A. 

—; Ingledew, W. J. 

The cytochromes of anaerobically 
grown Escherichia coli. An electron 
paramagnetic resonance study of 
the cytochrome bd complex in situ. 
261: 437 

Rothhut, B. 

——, Comera, C.; Cortial, S.; Haumont, 
P. Y.; Diep Le, K. H.; Cavadore, J. 
C.; Conard, J.; Russo—Marie, F.; 
Lederer, F. 

A 32 kDa lipocortin from human 
mononuclear cells appears to be 
identical with the placental inhibitor 
of blood coagulation. 263: 929 

Roubin, R. See Dulioust, A. 
Roufogalis, B. D. See Wang, K. K. 
W. 


Roughley, P. J. See Melching, L. I.; 
Neuygen Quang; Poole, A. R.; Rob= 
erts, C. R. 

—-; White, R. J. 

Dermatan sulfate proteoglycans of 
human articular cartilage. The 
properties of dermatan sulfate pro> 
teoglycans I and II. 262: 823 

Rouot, B. 

——-; Carrette, J.; Lafontan, M.; Lan 
Tran Phuong; Fehrentz, J. A.; Bock= 
aert, J.; Toutant, M. 

The adipocyte Goa—immunoreactive 
polypeptide is different from the a 
subunit of the brain Go protein. 

260: 307 
Rouquier, S. 
“ee D.; Iovanna, J.; Dagorn, J. 


Sequence similarity between the reg 
transcript and pancreatic stone 
protein mRNA. 264: 621 

Rousseau, G. G. See Crepin, K. M. 
Roustan, C. See Mejean, C. 
Rouzeau, J. D. See Drechou, A. 
Rovelli, G. See Wallace, A. 
Rowatt, E. See Field, A. M. 

—; Williams, R. J. P. 

The interaction of cations with the 
dye arsenazo III. 259: 295 

Roy, A. B. 
; Mantle, T. J. 

The anomalous kinetics of sulfatase 

A. 261: 689 
Roy, L. See Lanoix, J. 
Rubio, V. See Alonso, E. 
Rubira, M. R. See Sparrow, L. G. 
Rudolph, R. See Teschner, W. 
Ruiz, P. See Martinez, C. 
Ruiz—Gutierrez, V. See Molina, M. 


-: 
Rule, C. J. 
——; Behm, “ A.; Bygrave, F. L. 

Aberrant energy-linked reactions in 
mitochondria isolated from the 
livers of rats infected with the liver 
fluke Fasciola hepatica. 260: 517 

Ruoslahti, E. See Kjellen, L. 
Rush, W. R. See Shaw, P. M. 
Russell, R. G. G. See Kemp, G. J. 
Russell, W. C. See Hay, R. T. 
Russo-Marie, F. See Rothhut, B. 
Rutter, G. A. 

——-; Denton, R. M. 

Rapid purification of pig heart 
NAD+-isocitrate dehydrogenase. 
Studies on the regulation of activity 
by calcium, adenine nucleotides, 
magnesium and other metal ions. 
263: 445 

The binding of calcium ions to pig 
heart NAD+-isocitrate dehydroge= 
nase and the 2—-oxoglutarate dehy= 
drogenase complex. 263: 453 

Ryan, G. See Gee, N. S. 
Ryan, M. P. See Higgins, P. J. 


Sacks, D. B. See Fujita-Yamaguchi, 
¥ 


——- Fujita-Yamaguchi, Y.; Gale, R. 

D.; McDonald, J. M. 
Tyrosine-specific phosphorylation of 

calmodulin by the insulin receptor 
kinase purified from human placen= 
ta. 263: 803 

Sage, S. O. 

——-; Merritt, J. E.; Hallam, T. J.; Rink, 
Wace 


Receptor—mediated calcium entry in 
fura—2—loaded human platelets 
stimulated with ADP and thrombin. 
Dual—wavelengths studies with 
manganese(2+). 258: 923 


Saggerson, D. See Mazurkiewicz, D. 

Saggerson, E. D. See Baht, H. S.; 
Gualberto, A.; Mazurkiewicz, D.; 
Mitchell, F. M.; Woodward, J. A. 

= A. K. See Mukhopadhyay, N. 


Sahal, D. See Fujita—Yamaguchi, Y. 
Sahlin, K. 
——- Broberg, S.; Katz, A. 

Glucose formation in human skeletal 
muscle. Influence of glycogen con= 
tent. 258: 911 

Saint-Pierre, S. See Baron, V. 
Sairam, M. R. See Singh, V. 
Sakac, D. 

——- Lingwood, C. A. 

Modulation of testicular galactolipid 
sulfotransferase activity by phos= 
phorylation. Stimulation of enzyme 
activity in vitro by an endogenous 
kinase. 261: 423 

Sakane, F. See Kanoh, H. 

Sala, G. B. See Skladanowski, A. C. 

Salach, J. See Powell, J. F. 

Salam, W. H. 

——-; Wilcox, H. G.; Cagen, L. M.; 
Heimberg, M. 

Stimulation of hepatic cholesterol 
biosynthesis by fatty acids. Effects 
of oleate on cytoplasmic acetoace> 
tyl-CoA thiolase, acetoacetyl-CoA 
synthetase and hydroxymethylgluta= 
ryl-CoA synthase. 258: 563 

Salama, A. I. See Scott, C. W. 
Salhanick, A. I. 
——,; Chang, C. L.; Amatruda, J. M. 

Hormone and substrate regulation of 
glycogen accumulation in primary 
cultures of rat hepatocytes. 

261: 985 

Salina, M. See Cajone, F. 

Salmon, M. See King, S. 

Salter, A. M. See Brown, N. F. 

——-; Ekins, N.; Al-Seeni, M.; Brindley, 
D. N.; Middleton, B. 

Cholesterol esterification plays a 
major role in determining low—den= 
sity—lipoprotein receptor activity in 
primary monolayer cultures of rat 
hepatocytes. 263: 255 

Salter, M. 
——-; Knowles, R. G.; Pogson, C. I. 

How does displacement of albumin-> 
bound tryptophan cause sustained 
increases in the free tryptophan 
concentration in plasma and 5S—hy> 
droxytryptamine synthesis in 
brain?. 262: 365 

Salvarrey, M. S. 
——-, Cannata, J. J. B.; Cazzulo, J. J. 

Phosphoenolpyruvate carboxykinase 
from the moderate halophile Vibrio 
costicola. Purification, physico= 
chemical properties and the effect 
of univalent—cation salts. 260: 221 

Salvato, B. See Beltramini, M. 

Salviati, G. 

—-; Betto, R.; Ceoldo, S.; Biasia, E.; 
Bonilla, E.; Miranda, A. F.; Dimau= 
ro, S. 

Cell fractionation studies indicate 
that dystrophin is a protein of sur= 
face membranes of skeletal muscle. 
258: 837 

Samuelsson, T. See Guindy, Y. S. 

Sanchez, A. See Anton, L. C. 

Sanchez, J. J. See Folco, E. J. E. 

Sanchez-Corral, P. See Anton, L. C. 

Sanchez-Ferrer, A. See Bru, R. 

Sancho, M. J. See Gomez—Munoz, A. 

Sanders, J. K. M. See Hughes, H. M. 

Sanderson, P. N. 

—-,; Huckerby, T. N.; Nieduszynski, I. 
A 


Chondroitinase ABC digestion of 





dermatan sulfate. NMR spectro> 
scopic characterization of the oligo— 
and polysaccharides. 257: 347 

Sandy, J. D. 

—-; O'Neill, J. R.; Ratzlaff, L. C. 

Acquisition of hyaluronate—binding 
affinity in vivo by newly synthesized 
cartilage proteoglycans. 258: 875 

Sani, B. P. See Singh, R. K. 

Sano, A. See Radin, N. S. 

Santambrogio, P. See Levi, S. 

Santucci, R. See Brunori, M. 

Sanwal, B. D. See Lorimer, I. A. J. 

Saravani, G. A. 

—, Cowan, D. A.; Daniel, R. M.; Mor= 
gan, H. W. 

Caldolase, a chelator—insensitive 
extracellular serine proteinase from a 
Thermus spp. 262: 409 

Sarkadi, B. See Enouf, J. 

Sarkar, B. See Lau, S. J. 

Sarkar, M. See Mitra, D. 

Sarre, T. F. 

Presence of hemin-controlled elF—2a 
kinases in both undifferentiated 
and differentiating mouse erythro> 
leukemia cells. 262: 569 

Sarti, P. 

— ; Antonini, G.; Malatesta, F.; Val> 
lone, B.; Villaschi, S.; Brunori, M.; 
Hider, R. C.; Hamed, K. 

Reconstitution of cytochrome c oxi> 
dase in phospholipid vesicles con> 
taining polyvinylic polymers. 

257: 783 

Sasak, W. V. See Buller, H. A. 

—-; Buller, H. A.; Reinhold, R. 

Biosynthetic precursor (214 kDa) of 
apolipoprotein B—48 is not secreted 
by Caco-2 cells and normal human 
intestine. 264: 365 

Sassa, S. See Iwasa, F. 

Sathe, G. See Cook, E. A. 

Sato, H. See Adachi, H. 

Sato, M. See Nakashima, S. 

——,; Yamaguchi, T.; Kanno, N.; Sato, 
7. 


Confirmation of D-aspartic acid in 
the novel dipeptide S—aspartylgly= 
cine isolated from tissue extract of 
Aplysia kurodai. 263: 617 

Sato, N. L. See Kenmochi, N. 
Sato, Y. See Sato, M. 
Satrustegui, J. See Martinez, C. 
Satyanarayana, K. 

—— mao, MR. S. 

Characterization of poly(ADP-ribo= 
syl)ated domains of rat pachytene 
chromatin. 261: 775 

Savage, A. L. 
——-; Biffen, M.; Martin, B. R. 

Vasopressin-stimulated calcium influx 
in rat hepatocytes is inhibited in 
high-potassium medium. 260: 821 

Savage, A. V. See D'Arcy, S. M. 
Sawada, H. See Hara, A. 

Scahill, S. See Campbell, J. I. A. 
Scalla, R. See Matringe, M. 
Schaeffer, J. M. 

——-; Bergstrom, A. R.; Turner, M. J. 

MK-801 is a potent nematocidal 
agent. Characterization of MK-801 
binding sites in Caenorhabditis 
elegans. 260: 923 

Schaerer, E. See Solari, R. 

Schafer, A. I. See Takayama, H. 

Schauer, R. See Shaw, L. 

Schechter, A. N. See Cao, S. X. 

Scheid, P. See Siffert, W. 

Schenkel, J. 

——-; Appel, I.; Schwarzwald, R.; Bautz, 
K. F.; Wolfrum, J.; Greulich, K. 

Fluorescence studies on the role of 
tryptophan in heterogeneous nuclear 


ribonucleoprotein particles of HeLa 
cells. 263: 279 

Schepers, L. 

—-; Casteels, M.; Verheyden, K.; Par= 
mentier, G.; Asselberghs, S.; Eyssen, 
H. J.; Mannaerts, G. P. 

Subcellular distribution and charac> 
teristics of trihydroxycoprostanoyl-> 
CoA synthetase in rat liver. 

257: 221 
Schepers, T. See McLeish, K. R. 
Scherrer, L. A. See Daugherty, A. 
Schiaffonati, L. See Airo, G. 
Schiavo, G. See Montecucco, C. 
Schierhorn, A. See Broemme, D. 
Schladt, L. See Steinberg, P. 
Schmaizing, G. 
—-; Kroener, S.; Passow, H. 

Evidence for intracellular sodium 
pumps in permeabilized Xenopus 
laevis oocytes. 260: 395 

Schmidt, F. See Obermaier—Kusser, 
B 


Schmitt, D. A. See Beretz, A. 
Schneider, A. E. See Sobey, W. J. 
Schneider, D. E. See Korner, G. 
Scholz, P. See Radenberg, T. 
Schoots, A. F. M. See Hardy, D. M. 
Schor, A. M. See Canfield, A. E. 
Schor, S. L. See Canfield, A. E. 
Schotz, M. C. See Obregon, M. J. 
Schramm, H. See Steinberg, P. 
Schroder, C. H. See Van den Heuvel, 
P. W. J. 
Schuber, F. 
Influence of polyamines on membrane 
functions. 260: 1 
Schuhler, S. See Freyssinet, J. M. 
Schultz, G. See Seifert, R. 
Schultz, P. See Topham, R. 
Schulz, H. See Wang, H. Y. 
Schwartz, A. L. See Van der Ende, 
A 


Schwarzwald, R. See Schenkel, J. 
Schweden, J. 
——; Bause; E: 

Characterization of trimming Mano-> 
mannosidase from pig liver. Purifit 
cation of a catalytically active frag= 
ment and evidence for the tran> 
smembrane nature of the intact 65 
kDa enzyme. 264: 347 

Schwimmer, R. See Gold, L. I. 
Schwoch, G. See Hoffmann, J. 
Schworer, C. M. See Colbran, R. J. 
Scott, C. W. 

——, Caputo, C. B.; Salama, A. I. 

Properties of a microtubule—associated 
cofactor—independent protein kinase 
from pig brain. 263: 207 

Scott, J. See Foehr, K. J. 

Scott, S. J. See Lee, G. H. D. 
Scully, M. F. 

——, Ellis, V.; Shah, N.; Kakkar, V. 

Effect of a heparan sulfate with high 
affinity for antithrombin III upon 
inactivation of thrombin and coagu> 
lation factor Xa. 262: 651 

Searle, M. S. 
——-; Hall, J. G.; Denny, W. A.; Wake= 
lin, L. P. G. 

Interaction of the antitumor antibiot= 
ic luzopeptin with the hexanucleo> 
tide duplex d(S'-GCATGC)2. One-= 
dimensional and two-dimensional 
NMR studies. 259: 433 

Seckler, B. 
—; Rando; R. R. 

Schiff-base deprotonation is manda> 
tory for light-dependent rhodopsin 
phosphorylation. 264: 489 

Secrist, J. A. III. See Poulin, R. 
Seetharam, B. See Stenson, W. F. 
Seffer, E. See Obermaier—Kusser, B. 


AUTHOR INDEX 


Segal, A. W. See Heyworth, P. G.; 
Nugent, J. H. A. 

Segal, J. 

— Hardiman, J.; Ingbar, S. H. 

Stimulation of calcium—ATPase activ= 
ity by 3,5,3'—-triiodothyronine in rat 
thymocyte plasma membranes. A 
possible role in the modulation of 
cellular calcium concentration. 

261: 749 

Seifert, R. 

—; Burde, R.; Schultz, G. 

Activation of NADPH oxidase by 
purine and pyrimidine nucleotides 
involves G proteins and is potentiat= 
ed by chemotactic peptides. 

259: 813 

Seitz, H. J. See Horst, C. 

Selle, S. See Meier, B. 

Semb, H. 

——-; Olivecrona, T. 

Two different mechanisms are in= 
volved in nutritional regulation of 
lipoprotein lipase in guinea pig 
adipose tissue. 262: 505 

Sener, A. See Ramirez, R. 

Senior, A. E. See Kironde, F. A. S. 

Sente, B. See Bailly, V. 

Serafini-Cessi, F. 

——-; Dall'Olio, F.; Malagolini, N.; Cam= 
padelli-Fiume, G. 

Temporal aspects of O-glycosylation 
of glycoprotein C from herpes sim= 
plex virus type 1. 262: 479 

Sesboue, R. See Bourguignon, J. 

Sevaljevic, L. 

——-,; Ivanovic—Matic, S.; Petrovic, M.; 
Glibetic, M.; Pantelic, D.; Poznano= 
vic, G. 

Regulation of plasma acute-phase 
protein and albumin levels in the 
liver of scalded rats. 258: 663 

Severson, D. L. See Dell, K. R. 

Sewell, R. F. 

i Brenchley, P. E. C.; Mallick, N. 


Human mononuclear cells contain an 
endoglycosidase specific for heparan 
sulfate glycosaminoglycan demonstr> 
able with the use of a specific sol= 
id—phase metabolically radiolabelled 
substrate. 264: 777 

Seya, T. 
——-; Atkinson, J. P. 

Functional properties of membrane 
cofactor protein of complement. 
264: 581 

Seykens, D. See Heinstra, P. W. H. 
Sha'afi, R. I. See Tao, W. 

Some effects of phorbol esters are 
not mediated by protein kinase C. 
Reply to comments. 261: 688 

Shah, N. See Scully, M. F. 

Sharabani, M. See Aviram, I. 

Sharma, R. J. 

——, Woods, N. M.; Cobbold, P. H.; 
Grant, D. A. W. 

Receptor—mediated endocytosis of 
asialoglycoproteins and diferric 
transferrin is independent of second 
messengers. 259: 81 

Sharp, S. L. See Buttle, D. J. 
Shaw, E. See Angliker, H.; Rhodes, C. 
J 


Shaw, E. N. See Mason, R. W. 
Shaw, J. M. See Beggs, M. 
Shaw, L. 

——,; Schauer, R. 

Detection of CMP-N-acetylneura> 
minic acid hydroxylase activity in 
fractionated mouse liver. 263: 355 

Shaw, P. A. 
——— Barkan. 

B-Adrenergic induction of a cyste> 
ine—proteinase—inhibitor mRNA in 
rat salivary glands. 257: 685 





AUTHOR INDEX 


Shaw, P. M. 

——-; Barnes, T. S.; Cameron, D.; Enges= 
et, J.; Melvin, W. T.; Omar, G.; 
oe J. C.; Rush, W. R.; Snyder, 


Purification and characterization of 
an anticonvulsant-induced human 
cytochrome P-450 catalyzing cyclos= 
porin metabolism. 263: 653 

Shaw, S. 
——-; Jayatilleke, E.; Herbert, V.; Col= 
man, N. 

Cleavage of folates during ethanol 
metabolism. Role of acetaldehyde/= 
xanthine oxidase—generated super> 
oxide. 257: 277 

Shealy, Y. F. See Singh, R. K. 
Shears, S. B. 

Metabolism of the inositol phosphates 
produced upon receptor activation. 
260: 313 

Sheikh, M. I. See Jacobsen, C. 

Shephard, E. G. See Strachan, A. F. 

Shepherd, S. R. P. 

——-; Baird, S. J.; Hallinan, T.; Burc= 
hell, B. 

An investigation of the transverse 
topology of bilirubin UDP-glucuro= 
nosyltransferase in rat hepatic endo> 
plasmic reticulum. 259: 617 

Sherman, P. See Roberton, A. M. 

Sherratt, H. S. A. See Watmough, N. 
J. 

Sherriff, R. M. See Broom, M. F. 

Shewry, P. R. See Tatham, A. S. 

Shim, Y. K. See Brown, S. B. 

Shima, S. 

——; Okeyama, N.; Akamatu, N. 

Effects of estrogen on adenylate 
cyclase system and glucose output 
in rat liver. 257: 407 

Shimizu, N. See Reid, S. K. 
Shimomura, O. 
—-, Musicki, B.; Kishi, Y. 

Semi-synthetic aequorins with im> 
proved sensitivity to calcium ions. 
261: 913 

Shimonaka, M. See Uchida, K. 
Shioi, J. 
——- Naito, S.; Ueda, T. 

Glutamate uptake into synaptic vesi= 
cles of bovine cerebral cortex and 
electrochemical potential difference 
of proton across the membrane. 
258: 499 

Shirley, S. G. See Polak, E. H.; Robins 
son, C. J. 

Shome, K. See Mukhopadhyay, N. K. 

Shori, D. K. 

——-; Dormer, R. L.; Goodchild, M. C.; 
McPherson, M. A. 

Defective phosphorylation of a calmo> 
dulin—binding protein in cystic—fi= 
brosis submandibular glands. 

263: 613 
Short, N. J. See Alefounder, P. R. 
Shoubridge, E. A. See Challiss, R. A. 
J 


Shrimpton, C. F. See Heyworth, P. 
G 


Shriver, B. J. See Roman-—Lopez, C. 
R 


——- Allred, J. B.; Roman-—Lopez, C. R. 
Bovine milk fat globule membrane 

contains an enzymically inactive 
form of acetyl-CoA carboxylase. 
257: 925 

Shukla, A. See Radin, N. S. 

Shukla, G. S. See Radin, N. S. 

Shute, R. E. See Buttle, D. J. 

Shyamala, G. See Catelli, M. G. 

Siafaka—Kapadai, A. See Chao, W. 

Sibille, J. C. 

—-; Ciriolo, M.; Kondo, H.; Crichton, 
R. R.; Aisen, P. 


Subcellular localization of ferritin 
and iron taken up by rat hepato> 
cytes. 262: 685 

Siddiqui, B. See Byrd, J. C. 

Siddle, K. See Soos, M. A. 

Sidiropoulos, D. See McLeish, K. R. 

Sierks, M. R. See Svensson, B. 

Sierra, C. G. See Farese, R. V. 

Sies, H. See Meier, B. 

Siess, W. 

——,; Lapetina, E. G. 

Prostacyclin inhibits platelet aggrega= 
tion induced by phorbol ester or 
calcium ionophore at steps distal to 
activation of protein kinase C and 
calcium—dependent protein kinases. 
258: 57 

Platelet aggregation induced by a2-> 
adrenoceptor and protein kinase C 
activation. A novel synergism. 

263: 377 

Siest, G. See Antoine, B. 

Siffert, G. See Siffert, W. 

Siffert, W. 

——-; Siffert, G.; Scheid, P.; Akkerman, 
J. W.N. 

Activation of sodium/hydrogen ion 
exchange and calcium mobilization 
start simultaneously in thrombin-= 
stimulated platelets. Evidence that 
platelet shape change disturbs early 
rises of BCECF fluorescence which 
causes an underestimation of actual 
cytosolic alkalinization. 258: 521 

Sigmund, L. See Elce, J. S. 

Signorini, M. 

——-; Ferrari, C.; Mariotti, E.; Dalloc= 
chio, F.; Bergamini, C. M. 

Inactivation of skeletal—muscle 
UDP-glucose pyrophosphorylase by 
reaction with carboxylate—directed 
reagents. 264: 799 

Sim, E. 

; Dodds, A. W.; Goldin, A. 

Inhibition of the covalent binding 
reaction of complement component 
C4 by penicillamine, an anti-rheus 
matic agent. 259: 415 

Sim, R. B. See Fontaine, M.; Malho= 
tra, R. 

Simon, J. P. 

——-; Aunis, D. 

Biochemistry of the chromogranin A 
protein family. 262: 1 

——-; Bader, M. F.; Aunis, D. 

Effect of secretagogues on chromogra> 
nin A synthesis in bovine cultured 
chromaffin cells. Possible regulation 
by protein kinase C. 260: 915 

Simonides, W. S. See Beekman, R. E. 

Simpson, R. See Brittain, T. 

Sinclair, J. See Sinclair, P. 

Sinclair, J. F. See Jacobs, J. M. 

Sinclair, L. K. See Pepinsky, R. B. 

Sinclair, P. 

——-; Frezza, J.; Sinclair, J.; Bement, 
W.; Haugen, S.; Healey, J.; Bonkov= 
sky, H. 

Immunochemical detection of differs 
ent isoenzymes of cytochrome P-450 
induced in chick hepatocyte cul= 
tures. 258: 237 

Sinclair, P. R. See Jacobs, J. M. 

Singh, H. See Street, J. M. 

Singh, I. See Collison, D. 

Singh, R. K. 

—-; Sani, B. P.; Dawson, M. I.; Shealy, 
¥. F. 

Affinity purification of cellular retis 
noic acid-binding protein on 14-> 
carboxy-13-cis—retinamide-Sepha> 
rose 4B. 262: 917 


—; Sairam, M. R. : 
Effects of thiolation on the immuno= 


33 


reactivity of the ribosome-inactivat= 
ing protein gelonin. 263: 417 

Sinnott, M. L. See Lehikoinen, P. K.; 
Li, BF. L. 

Sissom, J. 

——- Ellis, L. 

Secretion of the extracellular domain 
of the human insulin receptor from 
insect cells by use of a baculovirus 
vector. 261: 119 

Sivakami, S. See Pereira, B. 
Skidgel, R. A. See Deddish, P. A. 
Skidmore, A. F. 

——, Beebee, T. J. C. 

Characterization and use of the po> 
tent ribonuclease inhibitor aurintri= 
carboxylic acid for the isolation of 
RNA from anima! tissues. 263: 73 

Skladanowski, A. C. 
——-; Sala, G. B.; Newby, A. C. 

Inhibition of IMP-specific cytosolic 
5'-nucleotidase and adenosine for= 
mation in rat polymorphonuclear 
leukocytes by 5'-deoxy-—S'isobutyl= 
thio derivatives of adenosine and 
inosine. 262: 203 

Slater, T. F. See Poli, G. 
Small, C. A. 
——,; Garton, A. J.; Yeaman, S. J. 

The presence and role of hormone-= 
sensitive lipase in heart muscle. 
258: 67 

Smedsrod, B. See Eskild, W. 
Smedsroed, B. 
——-; Paulsson, M.; Johansson, S. 

Uptake and degradation in vivo and 
in vitro of laminin and nidogen by 
rat liver cells. 261: 37 

Smillie, L. B. See Heeley, D. H. 

Smith, B. E. See Arber, J. M.; Gem= 
oets, J. P.; Kent, H. M. 

Smith, C. See Baldwin, C. T. 

Smith, C. E. 

——-,; Davidson, J. S.; Millar, R. P. 

Barium(2+) stimulation of luteiniz= 
ing—hormone release demonstrates 
two mechanisms of calcium entry in 
gonadotrope cells. 259: 217 

Smith, G. A. See Herron, R. 

Smith, K. M. See Brown, S. B.; Walk= 
er C: J. 

Smith, K. S. See Pinder, J. C. 

Smith, L. D. 

——-, Budgen, N.; Bungard, S. J.; Dan= 
son, M. J.; Hough, D. W. 

Purification and characterization of 
glucose dehydrogenase from the 
thermoacidophilic archaebacterium 
Thermoplasma acidophilum. 

261: 973 
Smith, L. M. See Ofosu, F. A. 
Smith, M. K. See Colbran, R. J. 
Smith, R. See Gow, A. 
Smith, S. M. 
—; Kane, S. E.; Gal, S.; Mason, R. 
W.; Gottesman, M. M. ’ 

Glycosylation of procathepsin L does 
not account for species molecular-= 
mass differences and is not required 
for proteolytic activity. 262: 931 

Smith, T. W. See Reers, M. 
Smith, W. L. 

The eicosanoids and their biochemi= 

cal mechanisms of action. 259: 315 
Smithers, N. See Grenfell, S. 
Smyth, G. E. 
——-, Orsi, B. A. 

Nitroreductase activity of NADH 
dehydrogenase of the respiratory 
redox chain. 257: 859 

Snodin, D. J. See Hughes, H. M. 
Snyder, C. P. See Shaw, P. M. 
Snyder, R. D. 

Polyamine depletion is associated 
with altered chromatin structure in 
HeLa cells. 260: 697 





34 


aa R. See Truett, A. P. III. 
Sobek, H. 


——-; Goerisch, H. 

Further kinetic and molecular charac= 
terization of an extremely heat-sta> 
ble carboxylesterase from the ther= 
moacidophilic archaebacterium 
Sulfolobus acidocaldarius. 261: 993 

Sobel, B. E. See Daugherty, A. 

Sobey, W. J. 

—, Beer, S. F.; Carrington, C. A.; 
Clark, P. M. S.; Frank, B. H.; Gray, 
I. P.; Luzio, S. D.; Owens, D. R.; 
Schneider, A. E. 

Sensitive and specific two-site immu 
noradiometric assays for human 
insulin, proinsulin, 65-66 split and 
32-33 split proinsulins. 260: 535 

Sobieszek, A. 

Calmodulin antagonist action in 
smooth-muscle myosin phosphoryla> 
tion. Different mechanisms for 
trifluoperazine and calmidazolium 
inhibition. 262: 215 

Soboll, S. See Hummerich, H. 

Sobrino, F. See Chiara, M. D. 

Sodano, G. See Porcelli, M. 

Soderling, T. R. See Colbran, R. J. 

Solari, R. See Grenfell, S. 

—; Quint, D.; Obray, H.; McNamee, 
A.; Bolton, E.; Hissey, P.; Champi> 
on, B.; Zanders, E.; Chaplin, A. 

Purification and characterization of 
recombinant human interleukin 4. 
Biological activities, receptor bind= 
ing and the generation of monoclon= 
al antibodies. 262: 897 

-—-; Schaerer, E.; Tallichet, C.; Braiter= 
man, L. T.; Hubbard, A. L.; Krae= 
henbuhl, J. P. 

Cellular location of the cleavage 
event of the polymeric immunoglo= 
bulin receptor and fate of its an= 
choring domain in the rat hepato> 
cyte. 257: 759 

Solis—Mendiola, S. 
——, Zubillaga—Luna, R.; Rojo-Domin= 
guez, A.; Hernandez—Arana, A. 

Structural similarity of chymopapain 
forms as indicated by circular di> 
chroism. 257: 183 

Solomonson, L. P. See Kay, C. J. 
Somlyo, A. V. See Takai, A. 
Soo, V. W. See Garfinkel, L. 
Soos, M. A. 

——+ Siddle, K. 

Immunological relationships between 
receptors for insulin and insulin-like 
growth factor I. Evidence for struc> 
tural heterogeneity of insulin-like 
growth factor I receptors involving 
hybrids with insulin receptors. 

263: 553 
Souter, M. J. See Crabtree, B. 
Southan, C. See Brophy, P. M. 
Souto, R. See Torres, N. V. 
Sparkes, M. J. 
——-; Dixon, H. B. F.; Geoghegan, K. 
F.; Visedo—Gonzalez, E. 

Application of the [2-aminoethylp> 
hosphonic acid] synthetic method 
to other amines. 260: 296 

Sparks, C. E. See Kwong, T. C.; 
Sparks, J. D. 

Sparks, J. D. See Kwong, T. C. 

——; Sparks, C. E.; Muller, L. L. 

Insulin effects on apolipoprotein B 
production by normal, diabetic and 
treated—diabetic rat liver and cul= 
tured rat hepatocytes. 261: 83 

Sparrow, L. G. 
——-; Robinson, C. P.; McMahon, D. T. 
W.; Rubira, M. R. 

The amino acid sequence of compo= 
nent 7c, a type II intermediate-fila> 
ment protein from wool. 261: 1015 


Sparrow, M. P. See Mohammad, M. 
A 


Spears, J. T. See Jones, G. D. 
Specian, R. D. See Roberton, A. M. 
Spence, M. W. See Byers, D. M. 
Spence, S. 

——-, Houslay, M. D. 

The local anesthetic benzyl alcohol 
attenuates the a2—-adrenoceptor-me> 
diated inhibition of human platelet 
adenylate cyclase activity when 
stimulated by prostaglandin PGE), 
but not that stimulated by forsko> 
lin. 264: 483 

Sperti, S. See Brigoiti, M.; Rambelli, 
F.; Zamboni, M. 

Spik, G. See Leger, D. 

Spinedi, A. 

——> Paci, £5’ Luly-P. 

A study of the mechanism by which 
some amphiphilic drugs affect hu= 
man erythrocyte acetylcholinesterase 
activity. 261: 569 

Springhorn, J. P. 
——; Claycomb, W. C. 

Preproenkephalin mRNA expression 
in developing rat heart and in cul= 
tured ventricular cardiac muscle 
cells. 258: 73 

Squinto, S. P. 
——, Jungmann, R. A. 

Modulation of nuclear cyclic AMP-> 
dependent protein kinase in dibuty= 
ryl cyclic AMP-treated rat H4IIE 
hepatoma cells. 260: 673 

Srinivasan, M. C. See Keskar, S. S. 

Stadel, J. M. See Kanaho, Y.; Nakada, 
M. T. 

——+Crooke,'S. T. 

Fluoride interaction with G-proteins. 

Reply to comments. 258: 932 
Stahl, P. See Diaz, R. 
Stalmans, W. See Toth, B. 
Standaert, M. L. See Farese, R. V. 
Stanley, W. C. 
—,; Lehman, S. L. 

Calculation of lactate disappearance 
with isotopic tracers using tissue 
lactate specific radioactivity. 

259: 935 
Staquet, S. See Jessus, C. 
Starcher, B. See Low, R. B. 
Starzynska, E. See Guranowski, A. 
Steen, M. L. See Kjellen, L. 
Steen, V. M. 
——-; Tysnes, O. B.; Holmsen, H. 

Evidence for tight metabolic control 
of the receptor—activated polyphos= 
phoinositide cycle in human platel= 
ets. 263: 621 

Stehle, T. See Haeussinger, D. 
Stein, P. E. 
——,; Tewkesbury, D. A.; Carrel!, R. W. 

Ovalbumin and angiotensinogen lack 
serpin S-R conformational change. 
262: 103 

Steinberg, P. 
——-; Schramm, H.; Schladt, L.; Robert= 
son, L. W.; Thomas, H.; Oesch, F. 

The distribution, induction and isoen= 
zyme profile of glutathione S-trans> 
ferase and glutathione peroxidase 
in isolated rat liver parenchymal, 
Kupffer and endothelial cells. 

264: 737 
Steinert, A. See Broemme, D. 
Stenson, W. F. 
——-,; Seetharam, B.; Talkad, V.; Pick= 
ett, W.; Dudeja, P.; Brasitus, T. A. 

Effects of dietary fish oil supplemen= 
tation on membrane fluidity and 
enzyme activity in rat small intes= 
tine. 263: 41 

Stephens, L. 
—-; Hawkins, P. T.; Downes, C. P. 


AUTHOR INDEX 


Metabolic and structural evidence 
for the existence of a third species 
of polyphosphoinositide in cells: 
D-phosphatidyl—myo-inositol 3-> 
phosphate. 259: 267 

Stephens, L. R. See King, C. E. 
——-; Hawkins, P. T.; Downes, C. P. 

An analysis of myo—[3H]inositol tris= 
phosphates found in myo-[3H]inosi= 
tol prelabeled avian erythrocytes. 
262: 727 

Stephens, T. See Knight, C. G. 
Stephenson, F. A. 
——, Duggan, M. J. 

Mapping the benzodiazepine photoaf= 
finity-labeling site with sequence-> 
specific y—aminobutyric acida-re> 
ceptor antibodies. 264: 199 

Stephenson, S. L. 
——; Kenny, A. J. 
Sorry, not one of the family. Reply 
to comments. 259: 622 
Stevenson, B. R. 
——-; Anderson, J. M.; Braun, I. D.; 
Mooseker, M. S. 

Phosphorylation of the tight—junction 
protein ZO-1 in two strains of Mas 
din—Darby canine kidney cells which 
differ in transepithelial resistance. 
263: 597 

Stevenson, K. J. See Pratt, K. J. 
Stewart, A. See Reid, S. K. 
Stewart, G. See Mantle, M. 
Stewart, T. A. 

The human reg gene encodes pan> 
creatic stone protein. Comments. 
260: 622 

Stiefel, E. I. See George, G. N. 
Stillman, M. J. 
——, Zelazowski, A. J. 

Domain-specificity of cadmium and 
zinc binding to rabbit liver metallo> 
thionein 2. Metal ion mobility in 
the formation of Cd4—metallothion= 
ein a-fragment. 262: 181 

Stirewalt, W. S. See Low, R. B.; Per= 
iasamy, M. 

Stirpe, F. See Barbieri, L. 

——,; Hughes; R:'C. 

Specificity of ribosome-inactivating 
proteins with RNA N-glycosidase 
activity. 262: 1001 

Stitt, M. See Kruckeberg, A. L. 

Stjernborg, L. See Holm, I. 

Stochaj, U. 

——-; Flocke, K.; Mathes, W.; Mannherz, 
H. G. 

5'-Nucleotidases of chicken gizzard 
and human pancreatic adenocarci> 
noma cells are anchored to the 
plasma membrane via a phosphati> 
dylinositol-glycan. 262: 33 

Stockley, K. E. See George, G. N. 

Stoll, M. S. See Loveless, R. W. 

Stone, B. A. See Gleeson, P. A. 

Stone, S. R. See Wallace, A. 

Storer, A. C. See Laycock, M. V. 

Storrie, B. See Madden, E. A. 

Strachan, A. F. 

——-; Shephard, E. G.; Bellstedt, D. U.; 
Coetzee, G. A.; Van der Westhuyz= 
en, D. R.; De Beer, F. C. 

Human serum amyloid A protein. 
Behavior in aqueous and urea—con> 
taining solutions and antibody pro= 
duction. 263: 365 

Strazielle, N. See Antoine, B. 

Street, J. M. 

—; Johnson, D. W.; Singh, H.; Poulos, 
A 


Metabolism of saturated and polyun> 
saturated fatty acids by normal and 
Zellweger syndrome skin fibroblasts 
260: 647 





AUTHOR INDEX 


Striem, B. J. 
—-; Pace, U.; Zehavi, U.; Naim, M.; 
Lancet, D. 

Sweet tastants stimulate adenylate 
cyclase coupled to GTP-binding 
protein in rat tongue membranes. 
260: 121 

Strous, G. J. See Dekker, J.; Van der 
Ende, A. 
——-; Van Kerkhof, P. 

Release of soluble resident as well as 
secretory proteins from HepG2 
cells by partial permeabilization of 
rough endoplasmic reticulum mem= 
branes. 257: 159 

Strupish, J. See Willcocks, A. L. 
Stutchfield, J. See Cockcroft, S. 
Suckling, K. E. See Eldredge, E. R. 
Sudaka, P. See Delque Bayer, P. 
Suga, T. See Horie, S. 

Suganuma, A. See Nakashima, S. 
Sugden, D. See Persaud, S. J. 
Sugden, M. C. See Holness, M. J. 
——-, Holiness, M. J. 

Effects of refeeding after prolonged 
starvation on pyruvate dehydroge> 
nase activities in heart, diaphragm 
and selected skeletal muscles of the 
rat. 262: 669 

——-; Holness, M. J.; Palmer, T. N. 
Fuel selection and carbon flux during 
the starved—-to-fed transition. 
263: 313 
Sugden, P. H. See Fuller, S. J.; 
Preedy, V. R. 
Sugiura, N. See Uchida, K. 
Suhail, M. 
—-;; Rizvi, S. I. 
Erythrocyte membrane acetylcholi= 
nesterase in type 1 (insulin-depend= 
ent) diabetes mellitus. 259: 897 
Sukhatme, V. P. See Reilly, J. J. Jr. 
Sulpice, J. C. See Gascard, P. 
Sultan, F. 
——- Lagrange, D.; Le Liepvre, X.; 
Griglio, S. 
Chylomicron-remnant uptake by 
freshly isolated hepatocytes. Effect 
of heparin and of hepatic triacylgly= 
cerol lipase. 258: 587 
Sumimoto, H. See Osaki, M. 
Summerfield, J. A. See Taylor, M. E. 
Summers, L. A. See Minchin, R. F. 
Sumner, I. G. See Pickersgill, R. W. 
Sun, L. See Piltch, A. 

; Piltch, A.; Hayashi, J. 

Kallikrein stimulates arachidonic 
acid release and production of pros> 
taglandins from TEA3A1 endocrine 
thymic epithelial cells. 258: 351 

Sundgqvist, K. E. 
——-; Hiltunen, J. K.; Hassinen, I. E. 

Pyruvate carboxylation in the rat 
heart. Role of biotin-dependent 
enzymes. 257: 913 

Suzuki, K. See Nagamatsu, K. 
Suzuki, T. 
——-; Dale, G. L. 

Membrane proteins in senescent 

erythrocytes. 257: 37 
——-; Takagi, T.; Ohta, S. 

Primary structure of a dimeric hemo> 
globin from the deep-sea cold-seep 
clam Calyptogena soyoae. 260: 177 

Svensson, B. See MacGregor, E. A. 
——- Jespersen, H.; Sierks, M. R.; 
MacGregor, E. A. 

Sequence homology between putative 
raw-starch binding domains from 
different starch-degrading enzymes 
264: 309 

Sverbilova, T. See Wachtel, E. J. 
Swanson, J. See Narayanan, A. S. 
Szabo, I. See El Kharroubi, A. 


Szabo, L. See Bagley, C. J.; Ross, M. 
Szelei, J. 
—-; Duda, E. 

Entrapment of high—molecular—mass 
DNA molecules in liposomes for 
the genetic transformation of animal 
cells. 259: 549 

Szondy, Z. 
—-; Newsholme, E. A. 

The rate of the AMP/adenosine 
substrate cycle in concanavalin-A-> 
stimulated rat lymphocytes. 

261: 739 

The effect of glutamine concentration 
on the activity of carbamoyl—phos= 
phate synthase II and on the incor> 
poration of [3H]thymidine into 
DNA in rat mesenteric lymphocytes 
stimulated by phytohemagglutinin. 
261: 979 

Szutowicz, A. See Bielarczyk, H. 


Tabiowo, A. See King, I. A. 

Tacchini, L. See Airo, G. 

Tadano, K. See Cenci di Bello, I. 

Tagawa, K. See Inoue, T. 

Tahir, M. K. 

——-; Guthenberg, C.; Mannervik, B. 

Glutathione transferases in rat hepas 

toma cells. Effects of ascites cells 
on the isoenzyme pattern in liver 
and induction of glutathione trans> 
ferases in the tumor cells. 257: 215 

Tahon, J. P. 

——-; Gielens, C.; Vinckier, C.; Witters, 
R.; De Ley, M.; Preaux, G.; Lontie, 
R 


The reaction of nitrogen monoxide 
with the hemocyanins of the crayfish 
Astacus leptodactylus and the snail 
Helix pomatia. 262: 253 

Takagi, T. See Suzuki, T. 

Takahashi, Y. See Kenmochi, N. 

Takai, A. 

——- Troschka, M.; Mieskes, G.; Som= 
lyo, A. V. 

Protein phosphatase composition in 
the smooth muscle of guinea pig 
ileum studied with okadaic acid 
and inhibitor 2. 262: 617 

Takayama, H. 
——- Kroll, M. H.; Gimbrone, M. A. Jr.; 
Schafer, A. I. 

Turnover of eicosanoid precursor 
fatty acids among phospholipid 
classes and subclasses of cultured 
human umbilical vein endothelial 
cells. 258: 427 

Takazawa, K. See Laurent, E. 
——-, Erneux, C. 

Inhibition of inositol 1,4,5—trisphosp= 
hate 3—kinase by heparin: basal 
and calcium/calmodulin-stimulated 
activity. 261: 1059 

——-; Passareiro, H.; Dumont, J. E.; 
Erneux, C. 

Purification of bovine brain inositol 
1,4,5-trisphosphate 3—kinase. Iden> 
tification of the enzyme by sodium 
dodecyl sulfate /polyacrylamide-gel 
electrophoresis. 261: 483 

Takemura, H. 
——- Putney, J. W. Jr. 

Capacitative calcium entry in parotid 

acinar cells. 258: 409 
Takenaka, A. See Nakashima, S. 
Takeno, T. 

—; Li, S. S. L. 

Structure of the human lactate dehy= 

drogenase B gene. 257: 921 
Takeshige, K. See Osaki, M. 
Talkad, V. See Stenson, W. F. 
Tallichet, C. See Solari, R. 


Tamilarasan, R. 
—; McMillin, D. R. 

Spectroscopic studies of the type 2 
and type 3 copper centers in the 
mercury derivative of laccase. 

263: 425 
Tan, A. K. See Cartwright, S. J.; Riz 


wi, I. 

Tanner, M. J. A. See High, S.; Tate, 
C. G.; Wainwright, S. D. 

Tanti, J. F. 

—; Rochet, N.; Gremeaux, T.; Van 
Obberghen, E.; Le Marchand—Brus= 
tel, Y. 

Insulin-stimulated glucose transport 
in muscle. Evidence for a protein-> 
kinase—C—dependent component 
which is unaltered in insulin—resist= 
ant mice. 258: 141 

Tao, W. 

; Molski, T. F. P.; Sha'afi, R. I. 

Arachidonic acid release in rabbit 
neutrophils. 257: 633 

Tarcesa, E. See Fesus, L. 

Tartar, A. See Agnani, G. 

Tarutani, O. See Ohmori, T. 

Tashima, Y. See Kobayashi, R. 

Tate, C. G. 

——-; Tanner, M. J. A.; Judson, P. A.; 
Anstee, D. J. 

Studies on human red-cell membrane 
glycophorin A and glycophorin B 
genes in glycophorin-deficient indi= 
viduals. 263: 993 

—-; Uchikawa, M.; Tanner, M. J. A.; 
Judson, P. A.; Parsons, S. F.; Mal= 
linson, G.; Anstee, D. J. 

Studies on the defect which causes 
absence of decay accelerating factor 
(DAF) from the peripheral blood 
cells of an individual with the Inab 
phenotype. 261: 489 

Tate, W. P. See Broom, M. F. 

Tatham, A. S. 

——-; Drake, A. F.; Shewry, P. R. 

Conformational studies of a synthetic 
peptide corresponding to the repeat 
motif of C hordein. 259: 471 

Tavassoli, M. See Irie, S. 

Taylor, B. A. See Bourne, A. 

Taylor, C. W. 

——-; Berridge, M. J.; Cooke, A. M.; 
Potter, B. V. L. 

Inositol 1,4,5—trisphosphorothioate, a 
stable analog of inositol trisphosp= 
hate which mobilizes intracellular 
calcium. 259: 645 

Taylor, D. S. 

——-, Dahl, H. H. M.; Mercer, J. F. B.; 
Green, A. K.; Fisher, M. J. 

The effect of streptozotocin—induced 
diabetes on phenylalanine hydroxy= 
lase expression in rat liver. 

264: 185 

Taylor, G. E. See Guranowski, A. 

Taylor, M. E. 

——-; Brickell, P. M.; Craig, R. K.; Sum= 
merfield, J. A. 

Structure and evolutionary origin of 
the gene encoding a human serum 
mannose-binding protein. 262: 763 

Taylor, P. W. See Tomlinson, S. 

Tedoldi, B. See Tedstone, A. E. 

Tedstone, A. E. 

—-; Tedoldi, B.; Ilic, V.; Williamson, 
D. H. 

Polymyxin B diminishes blood flow 
to brown adipose tissue and lactat= 
ing mammary gland in the rat. 
Possible mechanism of its action to 
decrease the stimulation of lipogen= 
esis on refeeding. 261: 445 

Templeton, W. See Brocklehurst, K.; 
Kowlessur, D. 





36 


Tempst, P. See Vangrysperre, W. 
Terao, T. See Nagamatsu, K. 
Teschner, W. 

——- Rudolph, R. 

A carboxypeptidase Y pulse method 
to study the accessibility of the 
C-terminal end during the refolding 
of ribonuclease A. 260: 583 

Teshima, R. See Nagamatsu, K. 
Tewkesbury, D. A. See Stein, P. E. 
Thauer, R. K. See Cheesman, M. R. 
Thelen, M. See Dewald, B. 

Thiel, D. See Frank, H. 

Thiel, S. See Childs, R. A. 
Thines-Sempoux, D. See Dauvrin, T. 
Thioudellet, C. See Antoine, B. 
Thomas, D. See Aon, M. A. 
Thomas, D. J. 

——-; Richards, A. D.; Kay, J. 

Inhibition of aspartic proteinases by 
a2-macroglobulin. 259: 905 

Thomas, E. W. See Brocklehurst, K.; 
Kowlessur, D. 

Thomas, H. See Steinberg, P. 

Thomas, P. 

——-; Meizel, S. 

Phosphatidylinositol 4,5—bisphosphate 
hydrolysis in human sperm stimu> 
lated with follicular fluid or proges> 
terone is dependent upon calcium 
influx. 264: 539 

Thomas, T. C. 
——- Ishikawa, Y.; McNamee, M. G.; 
Wilson, B. W. 

Correlation of neuropathy target 
esterase activity with specific tritiat= 
ed di—isopropyl phosphorofluori= 
date-labeled proteins. 257: 109 

Thompson, A. J. See Cheesman, M. 
R 


Thompson, J. R. See Wu, G. 
Thompson, K. M. See Walker, M. R. 
Thompson, M. J. See Howarth, O. W. 
Thompson, N. T. See Bonser, R. W. 
Thomson, A. B. R. See Garg, M. L. 
Thomson, A. J. See Armstrong, F. A.; 
Foote, N.; George, S. J. 
en G. See Magnusson, M. 


Thorneley, R. N. F. 
——- Ashby, G. A. 

Oxidation of nitrogenase iron protein 
by dioxygen without inactivation 
could contribute to high respiration 
rates of Azotobacter species and 
facilitate nitrogen fixation in other 
aerobic environments. 261: 181 

——- Ashby, G.; Howarth, J. V.; Millar, 
N. C.; Gutfreund, H. 

A transient-kinetic study of the nit= 
rogenase of Klebsiella pneumoniae 
by stopped-flow calorimetry. Com> 
parison with the myosin ATPase. 
264: 657 

——- Bergstroem, N. H. J.; Eady, R. R.; 
Lowe, D. J. 

Vanadium nitrogenase of Azotobacter 
chroococcum. Magnesium ATP-de= 
pendent electron transfer within 
the protein complex. 257: 789 

Thornton, D. J. 

——-; Morris, H. G.; Cockin, G. H.; 
Huckerby, T. N.; Nieduszynski, I. 
A.; Carlstedt, I.; Hardingham, T. E.; 
Ratcliffe, A. 

Structural and immunological studies 
of keratan sulfates from mature 
bovine articular cartilage. 260: 277 

Thorpe, S. R. See Daugherty, A. 
Thorsson, L. See Holm, I. 

Tian, S. 

——, Baracos, V.E. 

Prostaglandin-dependent muscle 
wasting during infection in the 
broiler chick (Gallus domesticus) 


and the laboratory rat (Rattus nor= 
vegicus). 263: 485 

Tietz, P. S. See De Groen, P. C. 

Tijburg, L. B. M. 

—; Houweling, M.; Geelen, M. J. H.; 
Van Golde, L. M. G. 

Inhibition of phosphatidylethanola= 
mine synthesis by glucagon in isolat= 
ed rat hepatocytes. 257: 645 

Tipton, K. F. See Couee, I. 

Tisljar, U. See Barrett, A. J. 
Titheradge, M. A. See Hothi, S. K. 
Tobari, J. See Ambler, R. P. 
Tocanne, J. F. See Quinn, P. J. 
Tocher, D. R. See Bell, M. V. 
Tollersrud, O. K. 

——-; Aronson, N. N. Jr. 

Purification and characterization of 
rat liver glycosylasparaginase. 
260: 101 

Tome, M. E. See Harari, P. M. 
Tominaga, K. See Tominaga, S. 
Tominaga, S. 

——, Tominaga, K. 

Interferon alters the pattern of se> 
creted proteins from Ehrlich ascites 
tumor cells. 261: 57 

Tomlinson, S. See Best, L. 
——-; Taylor, P. W.; Morgan, B. P.; 
Luzio, J. P. 

Killing of Gram-negative bacteria by 
complement. Fractionation of cell 
membranes after complement C5b-9 
deposition on to the surface of 
Salmonella minnesota Re595. 

263: 505 
Tomme, P. See Claeyssens, M. 
Tomoaia—Cotisel, M. See Quinn, P. J. 
Tompa, P. See Ovadi, J. 
Tonge, P. 
—-; Moore, G. R.; Wharton, C. W. 

Fourier—transform infrared studies of 
the alkaline isomerization of mito> 
chondrial cytochrome c and the 
ionization of carboxylic acids. 

258: 599 
Toohey, J. I. 
Sulfane sulfur in biological systems: a 
possible regulatory role. 264: 625 
Topham, C. M. See Brocklehurst, K.; 
Kowlessur, D. 
Topham, R. 
——-; Goger, M.; Pearce, K.; Schultz, P. 

The mobilization of ferritin iron by 
liver cytosol. A comparison of xan> 
thine and NADH as reducing sub> 
strates. 261: 137 

Torpier, G. See Agnani, G. 
Torres, N. V. 
—-; Souto, R.; Melendez—Hevia, E. 

Study of the flux and transition time 
control coefficient profiles in a 
metabolic system in vitro and the 
effect of an external stimulator. 
260: 763 

Tosh, D. 
——-; Alberti, K. G. M. M.; Agius, L. 

Hypophysectomy does not alter the 
acinar zonation of gluconeogenesis 
or the mitochondrial redox state in 
rat liver. 260: 183 

Toth, B. 
——-,; Bollen, M.; Stalmans, W. 

Decreased activity and impaired 
hormonal control of protein phos= 
phatases in rat livers with a defi= 
ciency of phosphorylase kinase. 
264: 429 

Totty, N. See Hsuan, J. J. 
Toutant, M. See Rouot, B. 
Tozuka, M. 

—— Fiage, N. 

Purification and characterization of 
two high-density-lipoprotein—bind= 
ing proteins from rat and human 
liver. 261: 239 


AUTHOR INDEX 


Tranchida, G. See Brunori, M. 
Treadwell, B. V. See DenBesten, P. 
K 


Trewavas, A. J. See Harvey, H. J. 

Trewhella, J. See Reed, J. 

Trocheris, V. See Babia, T. 

Troschka, M. See Takai, A. 

Truett, A. P. III. 

——-; Snyderman, R.; Murray, J. J. 

Stimulation of phosphor ylcholine 

turnover and diacylglycerol produc> 
tion in human polymorphonuclear 
leukocytes. Novel assay for phos= 
phorylcholine. 260: 909 

Tryggvason, K. See Murphy, G. 

Tsotsis, E. See Tzaicos, C. 

Tsuboi, I. See Honda, A. 

Tsvetkov, S. 

——-; Ivanova, E.; Dzhondzhurov, L. 

The pool of histones in the nucleosol 

and cytosol of proliferating Friend 
cells is small, uneven and chasable. 
264: 785 

Tubbs, P. K. See Quant, P. A. 

Tudela, J. See Escribano, J. 

Turco, S. J. See McNeely, T. B. 

Turk, J. See Easom, R. A. 

Turnbull, D. M. See Watmough, N. 
J 


Turner, A. J. See Bourne, A.; Hooper, 
N. M.: Kirkness, E. F.; Littlewood, 
G. M. 

Turner, M. J. See Schaeffer, J. M. 

Turner, N. A. See George, G. N. 

——- Bray, R. C.; Diakun, G. P. 

Information from e.x.a.f.s. spectrosco> 
py on the structures of different 
forms of molybdenum in xanthine 
oxidase and the catalytic mechanism 
of the enzyme. 260: 563 

Turrens, J. F. 

The role of succinate in the respirato> 
ry chain of Trypanosoma brucei 
procyclic trypomastigotes. 259: 363 

Tyler, J. A. 

Insulin-like growth factor 1 can de> 
crease degradation and promote 
synthesis of proteoglycan in cartilage 
exposed to cytokines. 260: 543 

Tysnes, O. B. See Steen, V. M. 

Tzaicos, C. 

——-; Fraser, J. R. E.; Tsotsis, E.; Kimp> 
ton, W. G. 

Inhibition of hyaluronan uptake in 
lymphatic tissue by chondroitin 
sulfate proteoglycan. 264: 823 

Tzeng, M. C. See Liu, C. S. 


Uchida, K. 

—; Mizuno, T.; Shimonaka, M.; Sugi= 
ura, N.; Nara, K.; Ling, N.; Hagi= 
wara, H.; Hirose, S. 

Purification and properties of active 
atrial natriuretic peptide receptor 
(type C) from bovine lung. 

263: 671 

Uchikawa, M. See Tate, C. G. 

Ueda, T. See Kirkness, E. F.; Shioi, J. 

Unitt, J. F. 

—-; McCormack, J. G.; Reid, D.; Ma= 
cLachlan, L. K.; England, P. J. 

Direct evidence for a role of intrami> 
tochondrial calcium in the regulation 
of oxidative phosphorylation in the 
stimulated rat heart. Studies using 
phosphorus—31 NMR and Ruthenium 
Red. 262: 293 

Unson, C. G. See Milligan, G. 

Utsunomiya, N. See Mizuguchi, J. 

Uy-Yu, N. See Kawashima, Y. 


Vainchenker, W. See Kieffer, N. 





AUTHOR INDEX 


Valentine-Braun, K. A. See Blay, J. 

Valinski, W. See Aiyar, N. 

Vallone, B. See Sarti, P. 

Vallotton, M. B. See Lang, U. 

Van Beeumen, J. See El Kharroubi, 
A.; Leyh-Bouille, M. 

Van Berkel, T. J. C. See Kuiper, J.; 
Kuipers, F. 

Van Beurden-Lamers, W. M. O. See 
Dekker, J. 

Vance, D. E. See Robinson, B. S. 

Vandekerckhove, A 

——-, Miot, F.; Keppens, S.; De Wulf, 
H 


Lack of V; vasopressin receptors in 
rabbit hepatocytes. 259: 609 
Van den Born, J. See Van den Heus 

vel, P. W. J. 
a Eijnden, D. H. See D'Arcy, 
M 


Van den Eijnden-Van Raaij, A. J. 
M 


——-; Koornneef, I.; Van Oostwaard, T. 
M. J.; Feyen, A.; Kruijer, W.; De 
Laat, S. W.; Van Zoelen, E. J. J. 

Purification of a growth factor related 
to platelet-derived growth factor 
and a type 6 transforming growth 
factor secreted by mouse neuroblas> 
toma cells. A general strategy for 
the purification of basic polypeptide 
growth factors. 257: 375 

Van den Heuvel, P. W. J. 

—-; Van den Born, J.; Van de Velden, 
T. J. A. M.; Veerkamp, J. H.; Mon= 
nens, A. H.; Schroder, C. H.; Ber= 
den, H. M. 

Isolation and partial characterization 
of heparan sulfate proteoglycan 
from the human glomerular base> 
ment membrane. 264: 457 

Van der Ende, A 

——,; Du Maine, A.; Schwartz, A. L.; 
Strous, G. J. 

Effect of ATP depletion and temper= 
ature on the transferrin—mediated 
uptake and release of iron by BeWo 
choriocarcinoma cells. 259: 685 

Van der Gen, A. See Adang, A. E. P. 

Van o — J. See Van Haastert, 


Van der Kraaij, A. M. M. 

—; Koster, J. F.; Hagen, W. R. 
Reappraisal of the EPR signals in 
(post)—ischemic cardiac tissue. 

264: 687 

Van der Merwe, P. A. 

——-; Millar, R. P.; Wakefield, I. K.; 
Davidson, J. S 

Mechanisms of luteinizing hormone 
exocytosis in Staphylococcus au> 
reus—a-toxin—permeabilized sheep 
gonadotrophs. 264: 901 

Van der Westhuyzen, D. R. See 
Casciola, L. A. F.; Strachan, A. F. 

Van de Velden, T. J. A. M. See Van 
den Heuvel, P. W. J. 

Van Golde, L. M. G. See Tijburg, L. 
B. M. 

Vangrysperre, W. 

——,; Ampe, C.; Kersters—Hilderson, H.; 
Tempst, P. 

Single active-site histidine in D-xy> 
lose isomerase from Streptomyces 
violaceoruber. Identification by 
chemical derivatization and peptide 
mapping. 263: 195 

— >; Kersters—Hilderson, H.; Callens, 
M.; De Bruyne, C. K. 

Reaction of Woodward's reagent K 
with D-xylose isomerases. Modifica> 
tion of an active site carboxylate 
residue. 260: 163 

Van Haastert, P. J. M. 
—; De Vries, M. J.; Penning, L. C.; 


Roovers, E.; Van der Kaay, J.; Er= 
neux, C.; Van Lookeren Campagne, 
M. M. 

Chemoattractant and guanosine 5'-> 
[y-thio]triphosphate induce the 
accumulation of inositol 1,4,5—tris= 
phosphate in Dictyostelium cells 
that are labeled with [3H]inositol 
by electroporation. 258: 577 

Van Hardeveld, C. See Beekman, R. 
E. 


Van _ H. P. T. See Hoekzema, 


Vent Huystee, R. B. See Hu, C. 
Van Kerkhof, P. See Strous, G. J. 
Van Lookeren Campagne, M. M. 
See Van Haastert, P. J. M. 
Van Melle, G. See Vasseur, M. 
Van Mourik, J. A. See Leyte, A. 
Vanner, M. A. See Cooney, G. J. 
Van Obberghen, E. See Baron, V.; 
Tanti, J. F. 
Van Oostwaard, T. M. J. See Van 
den Eijnden—Van Raaij, A. J. M. 
Van Rooijen, L. A. A. See Bartha, K. 
Vanstapel, F. 
—; Hammaker, L.; Pua, K.; Blanck= 
aert, N. 

Properties of membrane-bound bili= 
rubin UDP-glucuronyltransferase 
in rough and smooth endoplasmic 
reticulum and in the nuclear enve= 
lope from rat liver. 259: 659 

Van Steveninck, J. 
—- Koster, J. F.; Dubbelman, T. M. 
A. R. 

Xanthine oxidase—catalyzed oxidation 

of paracetamol. 259: 633 
Van Tilbeurgh, H. See Claeyssens, 
M 


Van Tongeren, J. H. M. See Peters, 
W.H.M 


Van Winkle, W. B. See Wolkowicz, 
FUE. 

Van Zoelen, E. J. J. See Van den 
Eijnden-Van Raaij, A. J. M. 

Receptor-ligand interaction: a new 

method for determining binding 
parameters without a priori assump > 
tions on non-specific binding. 
262: 549 

Varada, H. K. A. T. See Ravindra= 
nath, V. 

Vargas, J. L. 

——-; Aniento, F.; Cervera, J.; Knecht, 


Vanadate inhibits degradation of 
short-lived, but not of long-lived, 
proteins in L-132 human cells. 
258: 33 

Vasseur, M. 
——-,; Cauzac, M.; Alvarado, F. 

Electroneutral, bicarbonate ion-inde> 
pendent, pH gradient—dependent 
uphill transport of chloride by ileal 
brush-border membrane vesicles. 
Possible role in the pathogenesis of 
chloridorrhea. 263: 775 

——-,; Van Melle, G.; Alvarado, F. 

Substrate— and alkali-metal-ion-in= 
duced pK shifts in intestinal 
brush-border sucrase, according to 
the three—protons model. 258: 41 

Vauquelin, G. See Convents, A. 
Vazquez, C. M. See Molina, M. T. 
Vazquez, M. E. See Falany, C. N. 
Veeraragavan, K. 

——-,; Gagnon, C. 

Mammalian protein methylesterase. 
Physical and enzymic properties. 
260: 11 

Veerkamp, J. H. See Van den Heuvel, 
P.W. J. 
Venis, M. A. See Harvey, H. J. 


Ventura, E. See Airo, G. 

Verbeet, M. P. See Leyte, A. 

Verbist, J. See Wuytack, F. 

Verboomen, H. 

——,, Wuytack, F.; Eggermont, J. A.; De 
Jaegere, S.; Missiaen, L.; Raeymaek= 
ers, L.; Casteels, R. 

cDNA cloning and sequencing of 
phospholamban from pig stomach 
smooth muscle. 262: 353 

Verheyden, K. See Schepers, L. 

Verity, K. See Fuller, P. J. 

Verly, W. G. See Bailly, V 

Verma, R. S. See Antony, A. C. 

Vernon, D. I. See Brown, S. B. 

Vertessy, B. See Ovadi, J. 

Vetter, W. H. See Anonick, P. K. 

Vicentini, L. M. See Cattaneo, M. G. 

Vikman, H. L. See Ohisalo, J. J. 

Vilaro, S. See Burgaya, F. 

Villa, A. See Montiel, F. 

Villalobo, A. See Wang, K. K. W. 

Villar—Palasi, C. 

—-; Guinovart, J. J.; Gomez—Foix, A. 
M.; Rodriguez-Gil, J. E.; Bosch, F. 

Effects of vanadate on protein kinases 
in rat hepatocytes. 262: 563 
— F. See Giralt, M.; Martin, 


Villaschi, S. See Sarti, P. 
Villiers, Christian. L. See Maison, C. 
M 


Vinas, O. See Giralt, M.; Martin, I. 

Vincent, J. P. See Bozou, J. C.; Che= 
cler, F. 

Vinckier, C. See Tahon, J. P. 

Viniegra, S. See Gutierrez, L. M. 

Violet, M. 

——-,; Meunier, J. C. 

Kinetic study of the irreversible 
thermal denaturation of Bacillus 
licheniformis a—amylase. 263: 665 

Virden, R. See Rizwi, I. 
Visedo—Gonzalez, E. See Sparkes, M. 
J 


——-, Dixon, H. B. F. 
2-Aminoethylarsonic acid as an ana> 

log of ethanolamine phosphate. 
Endowment of ethanolamine—phos= 
phate cytidylyltransferase with 
CTP pyrophosphatase activity. 
260: 299 

Visvikis, A. See Antoine, B. 

Vittori, C. See Delque Bayer, P. 

Vivanco, F. See Anton, L. C. 

Vivier, E. See Dulioust, A. 

Voelkl, A. See Zaar, K. 

Volpe, P. See Zorzato, F. 

Von Figura, K. See Wendland, M. 

Vonk, R. J. See Kuipers, F. 

Vrbova, G. See Reid, S. K. 

Vrolix, M. See Missiaen, L. 

Vu Hai Mai Thu 

— -; Jolivet, A.; Ravet, V.; Lorenzo, F.; 
Perrot—Applanat, M.; Citerne, M.; 
Milgrom, E. 

Novel monoclonal antibodies against 
human uterine progesterone recep> 
tor. Mapping of receptor immuno 
genic domains. 260: 371 


Wachtel, E. J. 
—-; Sverbilova, T.; McCubbin, W. D.; 
Kay, C. M. 
X-ray-scattering of turkey skeletal-> 
muscle troponin C in solution at 
low pH. 261: 1043 
Wachter, H. See Werner, E. R. 
Wade, R. H. See Zohair, A. 
Wagner, B. J. 
——-; Margolis, J. W. 
Common epitopes of bovine lens 
multicatalytic proteinase complex 
subunits. 257: 265 





38 


Waheed, A. See Wendland, M. 

Wainwright, S. D. 

——-, Tanner, M. J. A.; Martin, G. E. 
M.; Yendle, J. E.; Holmes, C. 

Monoclonal antibodies to the mem= 

brane domain of the human erythro> 
cyte anion transport protein. Local= 
ization of the C-terminus of the 
protein to the cytoplasmic side of 
the red cell membrane and distribu= 
tion of the protein in some human 
tissues. 258: 211 

Waisman, D. M. See Golsteyn, R. M. 

Waites, W. M. See Molina—Garcia, A. 
D 


Wakabayashi, S. 

—- Kimura, T.; Fukuyama, K.; Matsu= 
bara, H.; Rogers, L. J. 

The amino acid sequence of a flavo> 
doxin from the eukaryotic red alga 
Chondrus crispus. 263: 981 

Wakefield, I. K. See Van der Merwe, 
P. A. 

Wakelam, M. J. O. See Cook, S. J.; 
Gardner, S. D.; Lloyd, A. C.; Millis 
gan, G.; Murphy, G. J.; Palmer, S. 

Amplification of fluoroaluminate-> 
stimulated inositol phosphate gener= 
ation in a cell line overexpressing 
the p21N-ras gene. 259: 737 

Wakelin, L. P. G. See Searle, M. S. 

Wakeman, J. A. 

—-,; Maden, B. E. H. 

28 S ribosomal RNA in vertebrates. 
Locations of large-scale features 
revealed by electron microscopy in 
relation to other features of the 
sequences. 258: 49 

Waldron, K. W. See Baydoun, E. A. 

H 


——-, Baydoun, E. A. H.; Brett, C. T. 
The solubilization of a glucuronyl> 

transferase involved in pea (Pisum 
sativum var. Alaska) glucuronoxylan 
synthesis. 264: 643 

Waley, S. G. See Crompton, I. E. 

Walfish, P. G. See Bhat, G. B. 

Walker, C. J. 

—-; Mansfield, K. E.; Smith, K. M.; 
Castelfranco, P. A. 

Incorporation of atmospheric oxygen 
into the carbonyl functionality of 
the protochlorophyllide isocyclic 
ring. 257: 599 

Walker, J. E. See Dyer, M. R. 

Walker, M. R. 

——-; Lund, J.; Thompson, K. M.; Jef= 
feris, R. 

Aglycosylation of human IgG1 and 
IgG3 monoclonal antibodies can 
eliminate recognition by human 
cells expressing FeyRI and/or 
FceyRII receptors. 259: 347 

Wallace, A. 
=~ Rovelli, G.; Hofsteenge, J.; Stone, 
.R. 

Effect of heparin on the glia—de= 
rived—nexin-thrombin interaction. 
257: 191 

—* J.C. See Bagley, C. J.; Ross, 


Wallin, R. 
—-, Patrick, S. D.; Martin, L. F. 
Vitamin K; reduction in human liver. 
Location of the coumarin—drug-in= 
sensitive enzyme. 260: 879 
Walsby, A. E. 
——,; Hayes, P. K. 
Gas vesicle proteins. 264: 313 
— D. A. See Cawley, K. C.; Reed, 


Walter, P. See Moerikofer—Zwez, S. 
Walter, R. D. See Wittich, R. M. 
Walton, P. A. 

——-; Possmayer, F. 


The effects of Triton X-100 and 
chlorpromazine on the magnesium-> 
dependent and magnesium-inde> 
pendent phosphatidate phosphohy= 
drolase activities of rat lung. 

261: 673 
Wang, H. Y. 
——-; Berrios, M.; Malbon, C. C. 

Indirect immunofluorescence localiza> 
tion of B-adrenergic receptors and 
G-proteins in human A431 cells. 
263: 519 

Localization of B—adrenergic receptors 
in A431 cells in situ. Effect of 
chronic exposure to agonist. 

263: 533 
——-; Schulz, H. 

6—-Oxidation of polyunsaturated fatty 
acids with conjugated double bonds. 
Mitochondrial metabolism of octa-> 
2,4,6-trienoic acid. 264: 47 

Wang, K. K. W. 
—-; Villalobo, A.; Roufogalis, B. D. 

Calmodulin-binding proteins as cal= 
pain substrates. 262: 693 

Wang, L. 
——; Brady, P. S.; Brady, L. J. 

Turnover of carnitine palmitoyltrans= 
ferase mRNA and protein in H4I7E 
cells. Effect of cyclic AMP and 
insulin. 263: 703 

Warburton, M. J. See Hayman, A. R. 

Ward, R. See Murphy, G. 

Ward, R. J. See O'Connell, M. J. 

Wassell, J. A. See Doherty, F. J. 

Waterfield, M. D. See Hsuan, J. J. 

Wathne, K. O. 

——-; Carlander, B.; Norum, K. R.; 
Blomhoff, R. 

Uptake of retinyl ester in HL-60 
cells via the low density lipoprotein 
receptor pathway. 257: 239 

Watkins, D. C. See Ros, M. 

Watmough, N. J. 

——-; Turnbull, D. M.; Sherratt, H. S. 
A.; Bartlett, K. 

Measurement of the acyl-CoA inter= 
mediates of 8—-oxidation by HPLC 
with on-line radiochemical and 
photodiode-array detection. Appli= 
cation to the study of [U-!4C]hex= 
adecanoate oxidation by intact rat 
liver mitochondria. 262: 261 

Watson, D. See Laycock, M. V. 
Watson, S. P. 
——,; Hambleton, S. 

Phosphorylation—dependent and 
—independent pathways of platelet 
aggregation. 258: 479 

Wattiaux, R. See Jadot, M. 
Wattiaux—De Coninck, S. See Jadot, 
M 


Waxman, D. J. 

——- Lapenson, D. P.; Morrissey, J. J.; 
Park, S. S.; Gelboin, H. V.; Doeh= 
mer, J.; Oesch, F. 

Androgen hydroxylation catalyzed by a 
cell line (SD1) that stably expresses 
rat hepatic cytochrome P-450 PB-4 
(IIB1). 260: 81 

Waye, M. M. Y. See Robinson, R. 

Weaver, J. 

— ; Pollack, S. 

Low-M, iron isolated from guinea 
pig reticulocytes as AMP-iron and 
ATP-iron complexes. 261: 787 

Webber, C. See Poole, A. R. 

Wechter, R. See Byers, T. L. 

Weigel, P. H. See Clarke, B. L.; 
McGary, C. T. 

Welch, G. R. See Ovadi, J. 

Wellman, M. See Antoine, B. 

Welsh, M. See Arkhammar, P.; Berg= 
gren, P. O. 


AUTHOR INDEX 


Welsh, N. See Arkhammar, P.; Berg> 
gren, P. O. 

Wendel, A. See Otter, R.; Reiter, R. 

Wendland, M. 

—-; Hille, A.; Nagel, G.; Waheed, A.; 
Von Figura, K.; Pohimann, R. 

Synthesis of a truncated Mr 46000 
mannose 6—phosphate receptor that 
is secreted and retains ligand bind= 
ing. 260: 201 

Werner, E. R. 

——- Werner—Felmayer, G.; Fuchs, D.; 
Hausen, A.; Reibnegger, G.; Wacht= 
er, H. 

Parallel induction of tetrahydro> 
biopterin biosynthesis and indolea= 
mine 2,3—dioxygenase activity in 
human cells and cell lines by inter= 
feron—y. 262: 861 

Werner-Felmayer, G. See Werner, E. 
R 


West, D. See Dimitriadis, G. D. 
West, S. M. 
——; Price, N:.C. 

The unfolding and refolding of cyto> 
plasmic aspartate aminotransferase 
from pig heart. 261: 189 

Wettenhall, R. E. H. See Gleeson, P. 
A 


Weyler, W. See Powell, J. F. 

Monoamine oxidase A from human 
placenta and monoamine oxidase B 
from bovine liver both have one 
FAD per subunit. 260: 725 

Whalen, M. M. 
——-; Bitensky, M. W. 

Comparison of the phosphodiesterase 
inhibitory subunit interactions of 
frog and bovine rod outer segments. 
259°13 

Wharton, C. W. See Brocklehurst, K.; 
Tonge, P. 

Wheeler—Jones, C. P. D. See Krishna= 
murthi, S. 

——-; Patel, Y.; Kakkar, V. V.; Krishna= 
murthi, S. 

Receptor— and phorbol-ester-mediat> 
ed redistribution of protein kinase C 
in human platelets. Evidence that 
aggregation promotes degradation 
of protein kinase C. 263: 969 

Whitaker, M. See Lloyd, A. C. 

White, G. C. II. See Fischer, T. H. 

White, R. D. See Bonnett, R. 

White, R. J. See Roughley, P. J. 

White, S. A. See Black, M. T. 

——-; Black, M. T.; Reid, G. A.; Chap= 
man, S. K. 

The role of the C-terminal tail of 

flavocytochrome b2. 263: 849 
White, T. E. See Fischer, T. H. 
Whitebread, S. See De Gasparo, M.; 

Pfeilschifter, J. 

Whitehead, A. S. 
— Rits, M. 

Characterization of the gene encoding 
mouse serum amyloid P component. 
Comparison with genes encoding 
other pentraxins. 263: 25 

Whitelaw, P. F. See Palmer, R. M. 
Whitley, G. See King, S. 

Whittle, B. J. R. See McCall, T. B. 
Wiche, G. 

High—M; microtubule—associated 
= properties and functions. 

59: 1 


Wiederanders, B. See Broemme, D.; 
Kirschke, H. 

Wierzbicki, A. A. See Garg, M. L. 

Wiesel, M. L. See Freyssinet, J. M. 

Wiggins, D. See Argiles, J. M. 

Wikstrom, P. See Angliker, H.; Ma> 
son, R. W. 

“—" M. See Bayer, E. A.; Gitlin, 





AUTHOR INDEX 


Wilcox, D. See Mason, R. W. 
eo G. See Khan, B.; Salam, 


Wileman, T. E. See Diaz, R. 

— M. B. See McNaughton, G. 
A. KL. 

Willadsen, P. 

——- Nielsen, J. M.; Riding, G. A. 

Purification and properties of a novel 
nucleotide—hydrolyzing enzyme 
(5'-nucleotidase) from Boophilus 
microplus. 258: 79 

Willcocks, A. L. 
——-; Strupish, J.; Irvine, R. F.; Nahor= 
ski, S. R. 

Inositol 1:2—-cyclic,4,5—trisphosphate 
is only a weak agonist at inositol 
1,4,5-trisphosphate receptors. 
251s 297 

Willem, R. See Jans, A. W. H. 

Williams, D. A. See Robb, D. A. 

Wiiliams, J. See Oratore, A. 

Williams, P. F. See Cooney, G. J. 

Williams, R. J. P. See Field, A. M.; 
Rowatt, E. 

Williams, S. R. See Beech, J. S. 

Williams, T. C. 

——-, Doherty, A. J.; Griffith, D. A.; 
Jarvis, S. M. 

Characterization of sodium—depend= 
ent and sodium-independent nu= 
cleoside transport systems in rabbit 
brush-border and basolateral plas= 
ma-membrane vesicles from the 
renal outer cortex. 264: 223 

Williamson, D. H. See Argiles, J. M.; 
Evans, R. D.; Oller do Nascimento, 
. M.; Pallardo, F. V.; Tedstone, A. 


Williamson, F. B. See Grant, D. 

Williamson, J. R. See Joseph, S. K. 

Willis, R. J. See Headrick, J. P. 

Willson, R. L. See Jonas, S. K. 

Wilson, B. W. See Thomas, T. C. 

Wilson, R. See Gillespie, C. S. 

Wilson, S. B. See Horak, A. 

Wilson, T. J. G. 

——-; Firth, M. N.; Powell, J. T.; Harri= 
son, F. L. 

The sequence of the mouse 14 kDa 
B-galactoside—binding lectin and 
evidence for its synthesis on free 
cytoplasmic ribosomes. 261: 847 

Wilton, D. C. 

Studies on fatty-acid—binding pro> 
teins. The purification of rat liver 
fatty-acid—binding protein and the 
role of cysteine-69 in fatty acid 
binding. 261: 273 

Winchester, B. See Al Daher, S.; 
Cenci di Bello, I. 
Winfield, U. J. See Bonnett, R. 
Winkel, C. See Jans, A. W. H. 
Winterbourn, C. C. See Kettle, A. J. 
Winyard, P. G. 
——-; Hider, R. C.; Brailsford, S.; Drake, 
A. F.; Lunec, J.; Blake, D. R. 

Effects of oxidative stress on some 
physicochemical properties of ceru> 
loplasmin. 258: 435 

Witters, L. A. See Evans, J. L. 
Witters, R. See Tahon, J. P. 
Wittich, R. M. 

—; Walter, R. D. 

A novel type of putrescine (dia= 
mine)—acetylating enzyme from the 
nematode Ascaris suum. 260: 265 

Woessner, J. F. Jr. See Gunja—Smith, 
Z.; Kokenyesi, R. 

Wolf, B. A. See Easom, R. A. 

Wolf, C. See Olivier, J. L. 

Wolf, C. R. See Bars, R. G.; Eldredge, 
E. R.; McLellan, L. I. 

Wolf, H. P. O. See Melde, K. 


Wolfrum, J. See Schenkel, J. 

Wolkowicz, P. E. 

——-; Pauly, D. F.; Van Winkle, W. B.; 
McMillin, J. B. 

Chymotrypsin activates cardiac mito> 
chondrial carnitine—acylcarnitine 
translocase. 261: 363 

Wollheim, C. B. See Li, G. 
Wood, C. See Duggleby, R. G. 
Wood, T. M. See Claeyssens, M. 
—-,; McCrae, S. I.; Bhat, K. M. 

The mechanism of fungal cellulase 
action. Synergism between enzyme 
components of Penicillium pinophi= 
lum cellulase in solubilizing hydro= 
gen bond-ordered cellulose. 

260: 37 
Woods, N. M. See Sharma, R. J. 
Woodward, J. A. 
——- Saggerson, E. D. 

Effects of hypothyroidism and hyper> 
thyroidism on GDP binding to 
brown-adipocyte mitochondria 
from rats. 263: 341 

Wreggett, K. A. 
——; Irvine, R. F. 

Automated isocratic high-perform= 
ance liquid chromatography of 
inositol phosphate isomers. 

262: 997 
Wright, R. D. See Fernley, R. T. 
Wu, G. 

; Thompson, J. R. 

Is methionine transaminated in skele= 
tal muscle?. 257: 281 

Methionine transamination and gluta> 
mine transaminases in skeletal 
muscle. Reply to comments. 

262: 690 

Wurm, H. See Gries, A. 

Wuytack, F. See Eggermont, J. A.; 
Missiaen, L.; Verboomen, H. 

——-; Eggermont, J. A.; Raeymaekers, 
L.; Plessers, L.; Casteels, R. 

Antibodies against the non—muscle 
isoform of the endoplasmic reticulum 
calcium-transport ATPase. 

264: 765 

—; Kanmura, Y.; Eggermont, J. A.; 
Raeymaekers, L.; Verbist, J.; Hart= 
weg, D.; Gietzen, K.; Casteels, R. 

Smooth muscle expresses a cardiac/= 
slow muscle isoform of the calcium 
transport ATPase in its endoplasmic 
reticulum. 257: 117 

Wymann, M. P. See Dewald, B. 


Yagisawa, S. 

Two types of rate—determining step 
in chemical and biochemical pro= 
cesses. 263: 985 

— K. See Honda, A.; Kanoh, 


Yamada, T. See Inoue, T. 
Yamaguchi, D. T. See Muallem, S. 
Yamaguchi, T. See Sato, M. 
Yamato, I. 

—; Anraku, Y. 

Dependence on pH of substrate bind= 
ing to a mutant lactose carrier, lac 
Yun, in Escherichia coli. A model 
for hydrogen ion/lactose symport. 
258: 389 

Yang, C. C. 
——-,; Chang, L. S. 

Studies on the status of lysine resi> 
dues in phospholipase Az from Naja 
naja atra (Taiwan cobra) snake 
venom. 262: 855 

Yang, D. See Zhou, X. 
Yang, Y. T. 
—-; McElligott, M. A. 

Multiple actions of B—adrenergic 
agonists on skeletal muscle and 
adipose tissue. 261: 1 


Yao, Z. See Robinson, B. S. 
— Y. See Konno, R.; Nagata, 


Yates, A. P. See Best, L. 
Yeaman, S. J. See Small, C. A. 

The 2-oxo acid dehydrogenase com> 

plexes: recent advances. 257: 625 
Yee, R. See Reilly, J. J. Jr. 
Yendle, J. E. See Wainwright, S. D. 
Ylinenjaervi, K. See Bjoerk, I. 
Yokoi, T. See Atassi, M. Z. 
York, J. L. See Benson, A. M. 
Yoshioka, M. 
——- Atassi, M. Z. 

T-cell recognition and antigen pres= 
entation of myoglobin. Protein 
recognition by site-specific T-cell 
clones is influenced by amino acid 
substitutions outside the site. 

258: 645 
Younes, M. See Meier, B. 
Young, P. R. 
—-; Briedis, A. V. 

Purification and kinetic mechanism 
of the major glutathione S-transfer= 
ase from bovine brain. 257: 541 

Yuan, L. 
—; Cole, G. T. 

Characterization of a proteinase 
inhibitor isolated from the fungal 
pathogen Coccidioides immitis. 
at: tee 

Yueh, A. Y. 
——_, Chung, C.; Lai, Y. 

Purification and molecular properties 
of malate dehydrogenase from the 
marine diatom Nitzschia alba. 
258: 221 


Zaar, K. 
—-; Voelkl, A.; Fahimi, H. D. 
p-Aspartate oxidase in rat, bovine 

and sheep kidney cortex is localized 
in peroxisomes. 261: 233 

Zafarullah, M. See Olsson, P. E. 

Zafra, F. 

——+; Gimenez, C. 

Characteristics and adaptive regulas 
tion of glycine transport in cultured 
glial cells. 258: 403 

Zahner, D. See Ramirez, R. 

Zak, R. See Reid, S. K. 

Zamboni, M. See Brigotti, M.; Ram> 
belli, F. 

——-; Brigotti, M.; Rambelli, F.; Mon= 
tanaro, L.; Sperti, S. 

High-pressure-liquid-chromato= 
raphic and fluorimetric methods 

or the determination of adenine 
released from ribosomes by ricin 
and gelonin. 259: 639 

Zammit, V. A. 

—-, Corstorphine, C. G.; Kolodziej, M. 
P 


Target size analysis by radiation 
inactivation of cainitine palmitoyl= 
transferase activity and malonyl-CoA 
binding in outer membranes from 
rat liver mitochondria. 263: 89 

Zanders, E. See Solari, R. 
Zandomeni, R. O. 

Kinetics of inhibition by 5,6-dichlo= 
ro—1—8-p-ribofuranosylbenzimida> 
zole on calf thymus casein kinase 
II. 262: 469 

Zappia, V. See Porcelli, M. 

Zavoico, G. B. See O'Rourke, F. 
Zawalich, K. C. See Zawalich, W. S. 
Zawalich, W. S. 

—- Zawalich, K. C.; Rasmussen, H. 

The conditions under which rat islets 
are labeled with [3H]inositol alter 
the subsequent responses of these 
islets to a high glucose concentra> 
tion. 259: 743 





40 


Interactions between lithium, inositol 
and mono-oleoylglycerol in the 
regulation of insulin secretion from 
isolated perifused rat islets. 

262: 557 

Zehavi, U. See Striem, B. J. 

Zeisel, S. H. 

—; Zola, T.; DaCosta, K. A.; Pomfret, 
E. A. 

Effect of choline deficiency on S-ade> 
nosylmethionine and methionine 
concentrations in rat liver. 

259: 725 
Zelazowski, A. J. See Stillman, M. J. 
Zhang, J. See Zhou, X. 
Zhang, Y. See Marcillat, O. 
Zhou, X. 
—-; Yang, D.; Zhang, J.; Liu, C.; Lei, 
K 


Purification and N-terminal partial 
sequence of anti-epilepsy peptide 
from venom of the scorpion Buthus 
martensii Karsch. 257: 509 

Zijlstra, F. J. See Kuiper, J. 
Zimmerle, C. T. 
——-,; Frieden, C. 

Analysis of progress curves by simula> 
tions generated by numerical inte> 
gration. 258: 381 

Zohair, A. 
——-; Chesne, S.; Wade, R. H.; Colomb, 
M. G. 

Interaction between complement 
subcomponent Clq and bacterial 
lipopolysaccharides. 257: 865 

Zola, T. See Zeisel, S. H. 
Zorzato, F. 
——-,; Chu, A.; Volpe, P. 

Antibodies to junctional sarcoplasmic 
reticulum proteins: probes for the 
calcium-release channel. 261: 863 

Zubillaga-Luna, R. See Solis-Mendi= 
ola, S. 
Zumbrunn, A. See Rhodes, C. J. 


AUTHOR INDEX 





Abzyme 
review 262: 381 
Acceptor 
dendrotoxin purifn synapse mem= 
brane 257: 899 
Acet 
aldehyde alc aldehyde dehydrogenase 
Drosophila 259: 791 
Acetate 
formation cytoplasm hepatocyte 
257: 673 
iron release hemosiderin ferritin 
260: 903 
liver mitochondria pyrophosphate 
calcium 262: 965 
Acetohydroxyacid 
reductoisomerase multiple form spin= 
ach chloroplast 262: 971 
Acetyl 
CoA carboxylase mobilization mito> 
chondria liver 260: 927 
Acetylcholine 
formation calcium synaptoplasm 
262: 377 
Acetylcholinesterase 
butyrylcholinesterase review 
260: 625 
erythrocyte local anesthetic imipra= 
mine 261: 569 
erythrocyte membrane juvenile diabe= 
tes 259: 897 
irreversible inhibition kinetics organo> 
phosphorus compd 257: 419 
AcetyICoA 
calcium acetylcholine nerve ending 
262: 377 
carboxylase milk fat globule mem= 
brane 257: 925 
Acetyldihydrohomopterin 
GTP cyclohydroiase regulation 
260: 135 
Acetylgalactosaminidase 
nomenclature 261: 1059 
Acetylglucosamine 
conglutinin serum 258: 109 
Acetylglucosaminidase 
nomenclature 261: 1059 
Acetylglutamate 
carbamoyl phosphate synthase essen> 
tial cysteine 260: 573 
Acetylhexosaminidase 
nomenclature 261: 1059 
Acetylneuraminic 
acid CMP hydroxylase liver glycoloyl= 
neuraminate 263: 355 
Acetyltransferase 
putrescine Ascaris 260: 265 
Achatinin 
H lectin property 257: 65 
Acid 
hydrolysis transferrin desialylation 
259: 427 
phosphatase osteoclastoma 261: 601 
Acidic 
phospholipid calcium ATPase mem= 
brane tissue 263: 687 
proline rich protein processing saliva 
263: 497 
Acidotropic 
amine nascent protein accumulation 
lysosome 258: 843 
Acinar 
cell parotid methacholine calcium 
258: 409 
Acinetobacter 
benzaldehyde dehydrogenase I 
263: 913 
quinoprotein glucose dehydrogenase 
reactivation 261: 415 


Keyword Index 


VOLUMES 257-264 (1989) 


Acremonium 
isopenicillin N synthetase phototoaf= 
finity labeling 261: 197 
Acrosin 
sperm 257: 447 
Acrosome 
reaction sperm polyphosphoinositide 
breakdown 259: 397 
Actin 
microfilament glycolytic enzyme site 
264: 671 
protein complex polymn Strongylo> 
centrotus 257: 817 
protein complex purifn Strongylocen= 
trotus egg 257: 809 
tropomyosin caldesmon complex 
binding calmodulin 257: 839 
Actinidin 
active site reactivity electrostatic 
effect 259: 443 
papain active site mechanism polemic 
257: 309 257: 310 
Actinomadura 
lactamase gene cloning Streptomyces 
262: 849 
Actinomycete 
nocardioform methylmuconolactone 
methyl isomerase 262: 303 
Active 
site actinidin papain mechanism 
polemic 257: 309 257: 310 
site actinidin reactivity electrostatic 
effect 259: 443 
site amine oxidase plasma 264: 663 
site beta glucosidase glucocerebrosi= 
dase 262: 541 
site carboxylate xylose isomerase 
modification 260: 163 
site histidine xylose isomerase Strep= 
tomyces 263: 195 
site isocitrate dehydrogenase arginine 
Escherichia 261: 301 
site isocitrate lyase cysteine Escheric= 
hia 261: 431 
site modification papain interaction 
cystatin 260: 61 
site papain transition state 258: 755 
site peptidase penicillin binding 
protein 262: 457 
site thiol succinate dehydrogenase 
260: 491 
site UDP glucose pyrophosphorylase 
carboxyl 264: 799 
site xylanase cysteine tryptophan 
Streptomyces 261: 49 
Actomyosin 
regulated ATPase calcium tropomyo> 
sin overlap 258: 831 
Acute 
inflammation inducer aminolevulinate 
synthase DMSO 259: 605 
phase inflammation liver sialyltrans= 
ferase pH 261: 389 
phase protein liver trauma 258: 663 
Acyl 
analog aldehyde dehydrogenase cyto> 
plasm NADH 257: 585 
CoA binding protein liver 262: 513 
CoA ester detn liver mitochondria 
262: 261 
CoA hydrolase adipose peroxisome 
262: 41 
CoA oxidase luminometry liver 
260: 215 
CoA oxidase spectrophotometric 
detn kinetics 263: 297 
CoA synthetase blood platelet 
261: 71 
intermediate beta lactamase I 
263: 905 


Acylation 
glycoprotein PO nerve myelin 
263: 173 
protein virus eukaryote review 
258: 625 
AcylCoA 
cholesterol acyltransferase liver intes= 
tine resection 260: 115 
cholesterol acyltransferase Niemann 
Pick disease 262: 713 
Acylglycerophosphocholine 
acyltransferase heart microsome 
261: 575 
specificity lysophospholipase A2 
heart microsome 261: 581 
Acyltransferase 
acylCoA cholesterol liver intestine 
resection 260: 115 
acylglycerophosphocholine heart 
microsome 261: 575 
carnitine mitochondria peroxisome 
coordination liver 260: 93 
carnitine peroxisome malonyl CoA 
262: 801 
cholesterol Niemann Pick disease 
fibroblast 262: 713 
Adaptation 
malnutrition muscle metab enzyme 
261: 219 
Adenine 
release ribosome gelonin ricin detn 
259: 639 
Adenocarcinoma 
pancreas nucleotidase membrane 
anchor 262: 33 
Adenosine 
adenylate cyclase brain thyroid 
263: 829 
Al receptor solubilization brain 
257: 413 
binding protein brain tissue 258: 653 
formation leukocyte AMP nucleoti= 
dase inhibition 262: 203 
heart nucieotidase hypoxia 261: 541 
insulin release 259: 223 
lymphocyte ATP 261: 739 
metabolizing enzyme brain hypothy= 
roidism 261: 667 
tetraphosphoadenosine hydrolase 
aorta endothelium 259: 97 
transport erythrocyte L1210 cell 
263: 957 
Adenosylmethionine 
decarboxylase cell polyamine 
261: 205 
decarboxylase formation regulation 
polyamine 257: 929 
decarboxylase inhibitor antitumor 
polvamine 259: 325 
decarboxylase intestine difluorome= 
thylornithine polyamine 259: 513 
liver choline deficiency 259: 725 
Adenovirus 
VA RNA sequence protein formation 
260: 621 
Adenylate 
cyclase adipose tissue Ro 168714 
261: 721 
cyclase Bordetella degrdn lymphocyte 
protease 262: 25 
cyclase estrogen liver 257: 407 
cyclase G protein fluoride polemic 
258: 931 258: 932 
cyclase G protein glucocorticoid 
257: 737 
cyclase G protein olfactory 260: 683 
cyclase glucagon Gi protein 259: 191 
cyclase heart EGF G protein 
264: 563 





42 


cyclase platelet G protein 264: 483 
cyclase thyroid hormone brain 

263: 829 
cyclase tongue sweet tastant 

260: 121 


Adhesion 


monocyte blood vessel endothelium 
264: 71 

platelet collagen 258: 157 

Adipocyte 

adenylate cyclase protein dexametha> 
sone 257: 737 

brown mitochondria GDP thyroid 
263: 341 

cAMP phosphodiesterase hormone 
262: 867 

G protein senescence 258: 607 

Gi protein multiple form 262: 403 

glucose transport insulin G protein 
264: 389 

GO protein alpha subunit brain 
260: 307 

lipolysis polyamine 261: 661 

plasma membrane G protein diabetes 
264: 289 

protein Gi Gs obesity hypothyroidism 
260: 843 


Adipose 


branched chain dehydrogenase insulin 
258: 229 

brown iodothyronine deiodinase cattle 
development 259: 555 

brown mitochondria insulin diabetes 
258: 309 

brown recruitment newborn cold 
259: 341 

brown triacylglycerol noradrenaline 
258: 369 

cell differentiation arachidonate 
257: 389 

cell differentiation prostacyclin 
257: 399 

G protein subunit glucocorticoid 
260: 271 

insulin sensitivity development glus 
cose 264: 217 

lipid lactation insulin prolactin 
258: 273 

lipogenesis feeding obesity gold thiog= 
lucose 259: 651 

mammary gland circulation polymyxin 
B 261: 445 

peroxisome acyl CoA hydrolase 


tissue adenylate cyclase Ro 168714 
261: 721 

tissue beta adrenergic review 261: 1 

tissue brown glucose utilization obesi= 
ty 263: 305 

tissue brown thermogenesis CGP 
12177 261: 401 

tissue lipoprotein lipase nutrition 
status 262: 505 

uncoupling protein mRNA pregnancy 
lactation 263: 965 

uncoupling protein mRNA ruminant 
ontogeny 257: 665 

Adipsin 

mRNA obesity Zucker rat 257: 917 


ADP 


binding protein cytosol liver 
259: 117 

calcium metab blood platelet nitro= 
prusside 258: 447 

molybdenum iron protein nitrogenase 
Azotobacter 263: 725 

muscle contraction 259: 589 

platelet calcium entry 258: 923 

me RTT protein Pseudomonas 

61: 113 


Adrenal 


chromaffin catecholamine myosin 
nt a 264: 589 
chromaffin granule cation 259: 485 
clathrin light chain disulfide 


257: 715 

cortex inositol trisphosphate receptor 
260: 593 

Adrenaline 

adrenergic receptor desensitization 
262: 245 

lipoprotein hepatocyte cAMP 
262: 425 


platelet receptor polyphosphoinositide 
metab 263: 621 
Adrenergic 
beta muscle adipose tissue review 
261: 1 


beta receptor adipose Ro 168714 
261: 721 
beta receptor agonist exposure 
263: 533 
receptor desensitization adrenaline 
phorbol 262: 245 
receptor estrogen cAMP liver 
257: 407 
receptor gene regulation fibroblast 
260: 53 
receptor immunofluorescence staining 
263: 519 
receptor inositol phosphate heart 
261: 89 
receptor insulin release 259: 223 
receptor platelet aggregation protein 
kinase 263: 377 
system heart rate thyroid 259: 229 
Adrenoceptor 
beta muscle hypertrophy clenbuterol 
264: 573 
lymphoblast human TPA 261: 959 
platelet aggregation protein kinase 
ee eg 


Adult 
Hb oxygen binding fetus 260: 617 
Aequorin 
analog calcium sensitivity 261: 913 
Affinity 
chromatog aldehyde dehydrogenase 
liver mitochondria 259: 105 
chromatog calcimedin gizzard 
259: 799 
chromatog cysteine proteinase papaya 
latex 261: 469 
chromatog lectin asialotransferrin 
259: 427 
chromatog potassium channel brain 
polemic 264: 622 264: 623 
chromatog retinoate binding protein 
262: 917 
label cathepsin H C inactivation 
262: 63 
label LHRH receptor 258: 881 
labeling glucocorticoid receptor liver 
260: 435 
Agarose 
carboxyretinamide protein purifn 
262: 917 
Age 
collagen elastin heart hypertrophy 
pressure 263: 709 
hyaluronate binding proteoglycan 
cartilage 258: 875 
Agglutinin 


cold methylumbelliferylgalactopyran= 


oside binding thermodn 262: 357 
wheat germ sarcolemma T tubule 
264: 885 
Aggregation 
platelet collagen 258: 157 
platelet prostacyclin cAMP 258: 57 
platelet thrombin phosphorylation 
258: 479 
Aging 
membrane protein erythrocyte 
251237 
Airway 
myosin isoform development 
260: 421 
Alanine 
stereoisomer urine oxidase deficiency 
261: 285 


KEYWORD INDEX 


Albumin 

binding bilirubin photoisomerization 
257: 711 

conformation pH fatty acid 258: 199 

formaldehyde transport liver endothe> 
lium 258: 511 

glycation terminus amino group 
261: 871 

liver trauma 258: 663 

lysophosphatidylcholine lysophospha> 
tidylethanolamine release hepato> 
cyte 264: 125 

tryptophan displacement plasma 


Alc 
aminolevulinate synthase liver 
262: 491 
dehydrogenase butanol metab Pero= 
myscus 257: 615 
dehydrogenase ethanol Drosophila 
259: 791 
hepatocyte metab ketoleucine 
258: 121 
inhibition cytochrome c oxidase struc> 
ture 258: 101 
metab folate cleavage superoxide 
251 247 
preference hydroxytryptamine brain 
264: 597 
protein muscle development 
259: 261 
Aldehyde 
dehydrogenase affinity chromatog 
liver mitochondria 259: 105 
dehydrogenase cytoplasm acyl analog 
NADH 257: 585 
dehydrogenase cytoplasm nitrophenyl 
carbonate dimethylcarbamate 
257: 579 
dehydrogenase cytoplasm nitrophenyl 
kinetics 257: 573 
dehydrogenase ethanol Drosophila 
259: 791 
dehydrogenase sulfhydryl interaction 
org disulfide 261: 281 
formation liver carbon tetrachloride 
promethazine 264: 527 
reductase dihydrodiol dehydrogenase 
lens eye 264: 403 
Aldolase 
ethylmaleimide deriv erythrocyte 
proteolysis calpain 259: 237 
fructose bisphosphate gene sequence 
Escherichia 257: 529 
Aldose 
actin microfilament site 264: 671 
Algae 
red flavodoxin sequence 263: 981 
Alk 
isomerization cytochrome c IR 
258: 599 
Alkalinization 
calcium pump ATPase activation 
stomach 262: 361 
cytosol platelet calcium mobilization 
258: 521 
Alkane 
structure olfactory receptor con A 
262: 475 
Alkoxyl 
radical hydroperoxide decompn liver 
microsome 257: 603 
Alkyl 
glucoside kinetics beta glucosidase 
glucocerebrosidase 262: 541 
isocyanide heme complex 262: 959 
Alkylation 
amino sugar glycosidase inhibition 
specificity 258: 613 
insulin receptor dissocn state 
259: 871 
Aluminofluoride 
G protein adenylate cyclase polemic 
258: 931 258: 932 





KEYWORD INDEX 


Alveolus 
a cathepsin L formation 
257: 493 


Amanitin 
alpha mRNA formation inhibition 
plant 258: 165 
American 
lobster cysteine proteinase digestive 
juice 263: 439 
Amination 
bromoethanesulfonate bromoethy!= 
phosphonate 260: 296 
chloroethylarsonic acid aminoethanol 
260: 295 
Amine 
acidotropic nascent protein accumula> 
tion lysosome 258: 843 
oxidase active site plasma 264: 663 
oxidase inhibition benzylhydrazine 
mechanism serum 260: 19 
Amino 
acid D metab oxidase 257: 291 
acid D oxidase deficiency metab 
261: 285 
acid dehydrogenase liver protein 
deficiency 257: 271 
acid glutenin wheat 263: 837 
acid metab kidney diabetes mellitus 
263: 231 
group albumin terminus glycation 
261: 871 
sugar alkylation glycosidase inhibition 
specificity 258: 613 
Aminoacyl 
tRNA synthetase substrate site probe 
258: 715 
Aminoadipate 
aminotransferase kidney cattle rat 
261: 761 
Aminoethanol 
amination chloroethylarsonic acid 
260: 295 
Aminoethylarsonate 
reaction ethanolamine phosphate 
cytidylyltransferase 260: 299 
Aminoethylarsonic 
acid 260: 295 
Aminoethylphosphonic 
acid 260: 296 
Aminohexanoate 
ampicillin plasmin inhibition 
260: 609 
Aminoisobutyrate 
uptake cytokine tumor growth 
261: 357 
Aminolevulinate 
synthase embryo chick 262: 815 
synthase liver DMSO acute inflam= 
mation 259: 605 
synthase liver ethanol 262: 491 
synthase liver heme hemin 262: 807 
Aminolysis 
chloroethylarsonic acid aminoethano} 
260: 295 
Aminooxyaminopropane 
antitumor polyamine metab 
263: 215 
Aminopeptidase 
regulation brain cytosol monkey 
258: 777 
Aminopyrene 
demethylase brain microsome sex 
261: 769 
Aminotransferase 
aminoadipate kidney cattle rat 
261: 761 
aspartate unfolding folding heart 
261: 189 
ornithine metab tissue 259: 131 
Ammonia 
metab liver benzoate 264: 837 
AMP 
iron complex reticulocyte 261: 787 
nucleotidase inhibition adenosine 
formation leukocyte 262: 203 


Amphibian 
germinal vesicle protein phosphatase 


Ampholyte 
synthetic carrier transferrin iron satn 
259: 909 
Ampicillin 
plasmin inhibition 260: 609 
Amylase 
alpha denaturation Bacillus 263: 665 
Anacystis 
nitrate detn transport 259: 545 
Anchor 
glycosylphosphatidylinositol mem= 
brane kidney dipeptidase 
257: 361 
Androgen 
glycogen phosphorylase hepatocyte 
262: 417 


glycoprotein SGP2 mRNA rat 
257: 293 
hydroxylation cytochrome P 450 
260: 81 
Anemia 
leukemia erythrocyte membrane 
cytoskeleton biochem 258: 903 
Anesthetic 
local erythrocyte acetylcholinesterase 
261: 569 
Angiotensin 
complementary RNA octapeptide 
antibody polemic 261: 310 
complementary RNA octapeptide 
polemic 261: 309 261: 311 
converting enzyme cholecystokinin 
gastrin analog 262: 125 
phosphoinositide vascular protein 
kinase 262: 285 
protein kinase artery prostacyclin 
259: 477 
receptor carbohydrate metab enke= 
phalin 257: 705 
Angiotensinogen 
cleavage conformation transition 
262: 103 
Anhydrase 
carbonic tissue species distribution 
259: 91 
Animal 
cell transformation liposome 
259: 549 
tissue cysteine proteinase detection 
263: 945 
virus DNA replication review 258: 
Anion 
exchange chromatog inositol phos= 
phate 260: 283 
exchange HPLC inositol phosphate 
detn 262: 997 
transport protein topog kidney liver 
258: 211 
Anionic 
glycosphingolipid regulation A2 phos= 
pholipase 258: 95 
Ankyrin 
prepn membrane cytoskeleton eryth= 
rocyte 264: 423 
Anomer 
glucose phosphorylation liver glucose 
phosphatase 261: 509 
Anorexia 
protein metab heart tumor 264: 191 
Anserine 
antioxidant 264: 863 
Anterior 
pituitary membrane LHRH receptor 
label 258: 881 
Antibiotic 
antagonism ethanol metab enzyme 
modification 261: 281 
cephem structure beta lactamase C 
259: 255 
Antibody 
angiotensin complementary RNA 
octapeptide polemic 261: 310 


calcium transport channel terminal 
cisternae 261: 863 
catalytic review 262: 381 
glycoprotein mucin cystic fibrosis 
259: 243 
inhibition phenylalanine hydroxylase 
cooperativity liver 257: 383 
insulin receptor kinase activation 
domain 260: 749 
monoclonal ATPase epitope sarco= 
plasmic reticulum 262: 439 
monoclonal band 3 protein domain 
258: 211 
monoclonal inhibition calcium pump 
erythrocyte 264: 87 
monoclonal interleukin 4 262: 897 
monoclonal progesterone receptor 
260: 371 
monoclonal valency keratan sulfate 
260: 849 
neurotensin degrading metallopepti= 
dase 257: 549 
peptide lipoprotein receptor lympho= 
cyte interaction 263: 753 
serum amyloid A protein 263: 365 
Anticoagulant 
lipocortin mononuclear cell 263: 929 
Anticoagulation 
heparin thrombin dependent amplifi= 
cation reaction 257: 143 
Anticonvulsant 
drug induced cytochrome P 450 
263: 653 
Antiepilepsy 
peptide purifn sequence scorpion 
venom 257: 509 
Antigen 
CD3 phosphorylation protein kinase C 
260: 893 
CD3 serine kinase T lymphocyte 
262: 449 
glycolipid Leishmania inhibition 
protein kinase 259: 601 
recognition presentation T lympho= 
cyte 258: 645 
recognition T cell conformation 
259: 731 
T SV40 virus globin promoter 
258: 769 
Xga sialoglycoprotein erythrocyte 
262: 369 
12E7 blood group Xga 262: 369 
Antioxidant 
carnosine homocarnosine anserine 
264: 863 
Antiport 
sodium hydrogen EGF neoplasm 
257: 151 
Antiporter 
sodium proton chromaffin granule 
membrane 257: 499 
Antithrombin 
affinity heparin proteoglycan oligo= 
saccharide heterogeneity 262: 953 
III factor Xa heparan sulfate 
262: 651 
thrombin interaction heparin struc= 
ture 262: 225 
Antitumor 
adenosylmethionine decarboxylase 
inhibitor polyamine 259: 325 
aminooxyaminopropane polyamine 
metab 263: 215 
glycosylation inhibitor hydroxyme= 
thylglutaryl CoA reductase 
260: 597 
liver dehydroepiandrosterone 
262: 985 
protein sarcin interaction phospholi= 
pid membrane 258: 569 
Antizyme 
ornithine decarboxylase protein feed= 
ing liver 259: 839 
Antrum 
sulfation mucus glycoprotein 
264: 805 





ae 


Aorta 
elastin mRNA fetus 261: 227 
endothelium diadenosine tetraphosp> 
hate hydrolase 259: 97 
endothelium proliferation transgluta> 
minase regulation 262: 633 
protein kinase unsatd fatty acid 
258: 171 
Aplysia 
beta aspartylglycine body wall gill 
263: 617 
Apohydroxynicotine 
oxidase proteolysis FAD protection 
258: 187 
Apolipoprotein 
B insulin liver diabetes 261: 83 
B liver diltiazem calcium 263: 411 
B48 precursor secretion intestine 
colon 264: 365 
receptor MRNA liver 261: 587 
Apurinic 
apyrimidinic site formamidopyrimi= 
dine DNA glycosylase 262: 581 
lyase bacteriophage T4 Micrococcus 
259: 751 
site removal DNA repair 261: 707 
Apyrimidinic 
apurinic site formamidopyrimidine 
DNA glycosylase 262: 581 
lyase bacteriophage T4 Micrococcus 
259: 751 
site removal DNA repair 261: 707 
Arabinogalactan 
protein core structure ryegrass 
264: 857 
Arachidonate 
calcium blood platelet 259: 139 
kallikrein prostaglandin thymus 
258: 351 
liver diet omega3 fatty acid 261: 11 
metab macrophage prostaglandin 
formation 260: 471 
mobilization platelet aggregation 
collagen 263: 143 
preadipocyte differentiation 
257: 389 
protein kinase C neutrophil polemic 
261: 687 
release kidney plasma nephrectomy 
260: 365 
release neutrophil stimulation 
257: 633 
release phospholipid platelet thrombin 
259: 333 
Arachidonoyl 
CoA synthetase platelet 261: 71 
Arachis 
peroxidase isoenzyme glycosylation 
secretion 263: 129 ‘ 
Archaebacterium 
thermoacidophilic glucose dehydroge= 
nase 261: 973 
Arginine 
calcium transport ATPase phospholi= 
pid interaction 264: 609 
essential myo inositol monophospha> 
tase 264: 419 
isocitrate dehydrogenase coenzyme 
site Escherichia 261: 301 
Arom 
isocyanide heme complex 262: 959 
Arsenazo 
III interaction polyvalent cation 
259: 295 
Artemia 
embryo bisnucleosidyl tetraphosphate 
pyrophosphohydrolase 259: 831 
ribosomal protein LS location function 
259: 277 
Artery 
inositol phosphate angiotensin protein 
kinase 262: 285 
protein kinase angiotensin prostacy> 
clin 259: 477 
topoisomerase vasopressin thrombin 
receptor 262: 485 


Artichoke 
cytochrome P 450 reductase plant 
259: 847 
Articular 
cartilage dermatan sulfate proteogly> 
can 262: 823 
cartilage proteoglycan degrading 
metalloproteinase 258: 115 
Ascaris 
putrescine acetyltransferase 260: 265 
Ascites 
tumor nucleoside transporter recon> 
stitution 262: 109 
Ascorbate 
collagen elastin accumulation smooth 
muscle 258: 279 
Ascorbic 
acid oxidase sugar residue kinetics 
264: 601 
Asialo 
beta2 glycoprotein I isoform plasma 
260: 531 
Asialoglycoprotein 
endocytosis second messenger 
259: 81 
metab hepatocyte galactose receptor 
262: 277 
Asialotransferrin 
lectin affinity chromatog 259: 427 
Aspartate 
aminotransferase unfolding folding 
heart 261: 189 
oxidase kidney peroxisome 261: 233 
Aspartic 
proteinase inhibition alpha2 macro> 
globulin 259: 905 
Aspartylglucosaminidase 
liver 262: 189 
Aspartylglycine 
beta body wall gill Aplysia 263: 617 
Assocn 
self synapsin I cysteine brain 
264: 893 
Astacus 
hemocyanin reaction nitrogen monox> 
ide 262: 253 
ATP 
ADP ratio liver cytosol protein 
259: 117 
electron transfer vanadium nitroge> 
nase Azotobacter 257: 789 
formyl peptide receptor phospholipase 
neutrophil 263: 715 
gonadotroph permeable LH exocyto> 
sis 264: 901 
iron complex reticulocyte 261: 787 
lymphocyte adenosine 261: 739 
magnesium heavy meromyosin thin 
filament 259: 303 
magnesium stimulation aminopepti> 
dase brain monkey 258: 777 
neutrophil activation phosphatase 
261: 755 
synthase mitochondria gene sequence 
cattle 260: 249 
transferrin iron transport trophoblast 
259: 685 
ATPase 
calcium membrane acidic phospholi= 
pid tissue 263: 687 
calcium polyamine neomycin phos> 
phatidylinositol 261: 1055 
calcium pump activation alkaliniza> 
tion stomach 262: 361 
calcium regulated actomyosin tropo> 
myosin overlap 258: 831 
calcium transport arginine phospholi= 
pid interaction 264: 609 
calcium transport inhibition antibody 
erythrocyte 264: 87 
calcium transport inhibition tetrafluo= 
roaluminum phosphorylation 
261: 655 
calcium transport isoform smooth 
muscle 257: 117 


KEYWORD INDEX 


calcium transport platelet membrane 
263: 547 
calcium transport terminal cisternae 
antibody 261: 863 
calcium triiodothyronine thymocyte 
261: 749 
delta subunit mitochondria plant 
263: 301 
gene calcium pump pig sequence 
260: 757 
gene uncD Escherichia mutation 
259: 421 
glutamate uptake synaptic vesicle 
258: 499 
isoform sarcoplasmic reticulum kidney 
liver 264: 765 
mitochondria liver fascioliasis 
260: 517 
monoclonal antibody epitope sarco> 
plasmic reticulum 262: 439 
phospholamban cardiac hypertrophy 
thyroid 259: 229 
proton topog chromaffin granule 
263: 81 
sarcoplasmic reticulum microdetn 
muscle 260: 443 
Atrial 
natriuretic factor mRNA detection 
heart 263: 121 
natriuretic peptide receptor lung 
263: 671 
Atriopeptin 
receptor type C lung 263: 671 
Aurintricarboxylate 
phosphofructokinase inhibition 
259: 925 
RNA isolation tissue 263: 73 
Automated 
liq chromatog inositol phosphate 
262: 997 
Autophosphorylation 
activation domain insulin receptor 
kinase 260: 749 
site EGF receptor 262: 659 
Autoradiog 
in situ hybridization MRNA 
263: 121 
Autoxidn 
naphthoquinone glutathione quinone 
deriv 257: 561 
Avidin 
biotin binding site 259: 493 
AVP 
topoisomerase G protein 262: 485 
Azaserine 
micromelia cartilage proteoglycan 
261: 627 
Azotobacter 
cytochrome c4 respiration membrane 
262: 233 
MgADP molybdenum iron protein 
nitrogenase 263: 725 
nitrogenase iron protein oxidn 
261: 181 
vanadium nitrogenase electron trans> 
fer ATP 257: 789 
vanadium nitrogenase x ray spectra 
258: 733 
Azurin 
Methylomonas 261: 495 
A431 
cell receptor protein detection 
263: 519 
cell transglutaminase cytosol 
264: 679 
B 


lymphocyte phosphorylation protein 
263: 57 


Bacillus 
alpha amylase denaturation 263: 665 
beta lactamase thionocephalosporin 
zinc interaction 258: 765 
endotoxin proteolytic processing 
261: 99 


phospholipase C phosphatidylinositol 





KEYWORD INDEX 


membrane 259: 913 
spore heat disinfectant 263: 883 
toxin peptide prepn structure 
0: 87 


Bacteria 
gas vesicle protein review 264: 313 
Gram neg complement killing 
263: 505 
lipoate detection chromatog spectros> 
copy 258: 749 
Bacteriophage 
Mu protein A B conformation 
263: 19 
T4 UV endonuclease 259: 751 
Band 
3 protein topog erythrocyte mem= 
brane 258: 211 
Banded 
krait venom fasciatoxin sequence 
259: 153 
Barley 
C hordein repeat peptide conforma 
tion 259: 471 
Basement 
membrane heparan sulfate proteogly= 
can glomerulus 264: 457 
Basic 
polypeptide growth factor purifn 
251; 315 
proline rich protein submandibular 
saliva 263: 497 
Basolateral 
membrane sodium calcium exchange 
kidney 257: 259 
tetraethylammonium transport kidney 
259: 377 
Benzaldehyde 
dehydrogenase I Acinetobacter 
263: 913 
Benzoate 
glutamate release liver 264: 837 
Benzodiazepine 
receptor phosphorylation brain 
259: 613 
Benzoyloxycarbonyltyrosylalanyldiazom= 
ethane 
cysteine proteinase detection 
263: 945 
Benzyl 
alc adenylate cyclase G protein 
264: 483 
Benzylhydrazine 
amine oxidase inhibition mechanism 
serum 260: 19 
Beta 
adrenergic muscle adipose tissue 
review 261: 1 
adrenergic receptor adipose Ro 168714 
261: 721 
adrenergic receptor agonist exposure 
263: 533 
adrenoceptor muscle hypertrophy 
clenbuterol 264: 573 
elimination DNA endonuclease bac> 
teriophage Micrococcus 259: 751 
lactamase I acyl intermediate 
263: 905 
BHA 
glutathione transferase Yal Yal isoen= 
zyme liver 263: 393 
liver glutathione transferase isoen= 
“ zyme 261: 1023 
ile 


acid cholesterol metab liver 264: 241 

acid formation liver hydroxycholester= 
ol 262: 989 

acid glucocorticoid cholesterol hy= 
droxylase 262: 341 

acid phospholipid bile secretion 

58: 17 

gallstone diet soybean protein choles= 
terol 263: 293 

phospholipid secretion bile acid 
258: 17 

secretion cholesterol lipoprotein liver 


257: 699 
secretion cholesterol phospholipid 
cyclobutyrol 263: 513 
Biliary 
cirrhosis oxo acid dehydrogenase 
review 257: 625 
Bilirubin 
photoisomerization albumin binding 
257: 711 
UDP glucuronosyltransferase mem= 
brane topol 259: 617 
UDP glucuronyltransferase latency 
microsome membrane 259: 659 
Biliverdin 
redn phycocyanobilin formation Cya= 
nidium 261: 259 
reductase presteady state kinetics 
mechanism 259: 709 
Biochem 
process rate detg step 263: 985 
Biol 
system sulfane sulfur review 
264: 625 
Biosynthesis 
heparin polymn sulfation microsome 
261: 999 
Biotin 
binding site avidin streptavidin 
259: 493 
enzyme heart pyruvate carboxylation 
257: 913 
LHRH receptor label 258: 881 
Bird 
inositol phosphate erythrocyte 
264: 323 
inositol trisphosphate isomer erythro> 
cyte 262: 727 
methionine transamination muscle 
257: 281 
Bisadenosyl 
tetraphosphate hydrolase specificity 
substrate analog 262: 241 
Bisnucleosidy] 
tetraphosphate pyrophosphohydrolase 
Artemia embryo 259: 831 
ay mer ae 
ructose phosphofructokinase differ= 
ential inhibition phthalaldehyde 
262: 97 
phosphofructokinase fructose rat 
cloning 264: 151 


cell embryonic oxygen uptake release 
261: 1009 

coagulation factor Xa heparin 
257: 143 

coagulation factor XIII conformation 
terbium 257: 331 

complement C3 phosphorylation 
261: 1051 

eicosanoid review 257: 313 

factor VIII binding von Willebrand 
257: 679 

factor VIII functional epitope 
263: 187 

factor Xa antithrombin heparan 
sulfate 262: 651 

group pentasaccharide structure 
submaxillary gland 260: 389 

index dietary energy refeeding 
262: 321 

loss muscle metab ischemia reperfu> 
sion 260: 195 

platelet activation thrombin 
262: 611 

platelet acyl CoA synthetase 261: 71 

platelet adenylate cyclase G protein 
264: 483 

platelet adhesion aggregation collagen 
258: 157 

platelet aggregation calpain activation 
261: 1039 

platelet aggregation prostacyclin 
cAMP 258: 57 

platelet aggregation protein kinase 


distribution 263: 969 

platelet aggregation thrombin phos= 
phorylation 258: 479 

platelet calcium arachidonate 
259: 139 

platelet calcium metab ADP nitro= 
prusside 258: 447 

platelet calcium transport receptor 
258: 923 

platelet cytosol alkalinization calcium 
mobilization 258: 521 

platelet phospholipid arachidonate 
release 259: 333 

platelet protein sarcoplasmic reticulum 
263: 605 

serum conglutinin carbohydrate spe= 
cificity 258: 109 

vessel eicosanoid review 257: 313 

vessel endothelium monocyte adhesion 
thrombin 264: 71 

vessel endothelium phosphatidylcho= 
line 258: 427 

vessel heparan sulfate proteoglycan 
261: 145 


Body 


wall beta aspartylglycine Aplysia 
263: 617 


Bombesin 


calcium inositol phosphate 258: 177 

choline formation 263: 581 

inositol trisphosphate Nras protoon> 
cogene 260: 813 

receptor phosphoinositide hydrolysis 
262: 665 


Bone 


dihydroxyvitamin D3 calcitroate 
262: 173 
growth regulation phosphotyrosylpro= 
tein phosphatase review 257: 23 
parathyroid hormone receptor 
259: 785 


Boophilus 


nucleotidase membrane 258: 79 


Bordetella 


adenylate cyclase degrdn lymphocyte 
protease 262: 25 


Botulin 


interaction lipid membrane pH 
259: 47 


Bradykinin 


neurotransmitter nerve cell c~lcium 
263: 11 

phosphoinositide trachea 262: 739 

prostacyclin phosphoinositide vascu= 
lar endothelium 263: 149 

receptor chondrocyte 258: 861 


Brain 


adenosine Al receptor solubilization 
257: 413 

adenosine binding protein 258: 653 

adenosine metabolizing enzyme hypo= 
thyroidism 261: 667 

adenylate cyclase thyroid hormone 
263: 829 

cerebral cortex muscarinic receptor 
263: 921 

choline contg compd formation 
264: 555 

clathrin light chain disulfide 
257: 775 

cytochrome P 450 monooxygenase 
sex 261: 769 

cytoskeleton matrix assocn myelin 
260: 689 

cytosol aminopeptidase regulation 
monkey 258: 777 

G protein 259: 499 

GABA receptor flunitrazepam label= 
ing structure 264: 199 

glutathione transferase purifn mecha> 
nism 257: 541 

glycylpeptide myristoyltransferase 
detn purifn 263: 387 

GO protein alpha subunit adipocyte 
260: 307 





hydroxytryptamine alc preference 
264: 597 


inositol monophosphatase 264: 793 

inositol phosphate muscarinic recep> 
tor 260: 237 

inositol trisphosphate kinase multiple 
form 261: 483 

iodothyronine deiodinase tissue sele= 
nium deficiency 259: 887 

membrane phosphatidylinositol bis 
phosphate phospholipase C 
261: 325 

mitochondria membrane MAP 2 
binding 261: 167 

oxidative stress hyperthyroidism 
263: 273 

phosphatidylinositol phospholipase C 
regulation nucleotide 261: 245 

phosphoinositol hydrolysis histamine 
carbachol 261: 29 

phospholipid trout 264: 909 

potassium channel purifn polemic 
264: 622 264: 623 

protein kinase microtubule 263: 207 

receptor GABA benzodiazepine phos> 
phorylation 259: 613 

serotonin formation tryptophan albu> 
min 262: 365 

synapsin I cysteine self assocn 
264: 893 

synaptosome membrane protein phos> 
phorylation morphine 257: 165 

$100b protein calcium binding con= 
formation 264: 79 

Branched 

chain oxo acid dehydrogenase insulin 

258: 229 
Brassica 
embryogenesis protein lipid formation 


protein phosphatase type | 2A 
262: 335 
Brine 
shrimp embryo bisnucleosidyl tetra= 
phosphate pyrophosphohydrolase 
259: 831 


Bromodeoxyuridine 
G2 cell cycle 261: 269 
Bromoethanesulfonate 
amination 260: 296 
Bromoethylphosphonate 
amination 260: 296 
Brown 
adipocyte mitochondria GDP thyroid 
263: 341 
adipose iodothyronine deiodinase 
cattle development 259: 555 
adipose mitochondria insulin diabetes 
258: 309 
adipose recruitment newborn cold 
259: 341 
adipose tissue glucose utilization 
Obesity 263: 305 
adipose tissue thermogenesis CGP 
12177 261: 401 
adipose triacylglycerol noradrenaline 


Brush 
border ileum chloride transport chlo= 
ridorrhea 263: 775 
border intestine sucrase ionization 
258: 41 
border membrane maltase glucoamy> 
lase kidney 261: 43 ‘ 
border tetraethylammonium transport 
kidney 259: 377 
Bungarotoxin 
tryptophan fluorescence calcium 
binding domain 262: 773 
Bungarus 
venom fasciatoxin sequence 259: 153 
Butanol 
metab Peromyscus alc dehydrogenase 
257: 615 


Buthus 
venom antiepilepsy peptide purifn 
sequence 257: 509 
Butylated 
hydroxyanisole glutathione transfer> 
ase isoenzyme liver 263: 393 
Butylhydroxyanisole 
liver glutathione transferase 
263: 679 
Butyrate 
insulin receptor C6 cell 258: 147 
metab cytoplasm hepatocyte 
257: 673 
Butyrylcholinesterase 
acetylcholinesterase review 260: 625 


hordein repeat peptide conformation 
barley 259: 471 
Cachexia 
tumor bearer protein metab 
264: 713 
Cadmium 
metallothionein mRNA leukocyte 
262: 873 
metallothionein 2 domain specificity 
262: 181 
Caenorhabditis 
proteinase starvation 264: 161 
receptor MK 801 nematocide 
260: 923 
Calcimedin 
calelectrin identity 262: 993 
purifn conformation calcium binding 
259: 799 
Calcite 
crystn inhibition glycosaminoglycan 


Calcitriol 
lysozyme cathepsin gene promonocyte 
262: 843 
Calcitroate 
dihydroxyvitamin D3 kidney bone 
262: 173 
Calcium 
acetylcholine formation synaptoplasm 
262: 377 
acrosome reaction polyphosphoinosi= 
tide metab 259: 397 
adrenal chromaffin granule 259: 485 
apolipoprotein B liver 263: 411 
arachidonate platelet blood 259: 139 
ATPase membrane acidic phospholi> 
pid tissue 263: 687 
ATPase polyamine neomycin phos> 
phatidylinositol 261: 1055 
ATPase triiodothyronine thymocyte 
261: 749 
binding calcimedin conformation 
259: 199 
binding domain bungarotoxin 
262: 773 
binding protein calcyclin Ehrlich 
ascites 263: 951 
binding protein muscle nonmuscle 
262: 993 
binding S100b protein subunit con= 
formation 264: 79 
bombesin platelet growth factor 
258: 177 
bradykinin neurotransmitter nerve 
cell 263: 11 
calmodulin protein kinase II review 
258: 313 
cell death 263: 347 
channel LH release gonadotrope 
259: 217 
channel verapamil receptor maize 
coleoptile 257: 95 
citrulline formation liver mitochond> 
ria 257: 285 
cytosol lymphocyte dioctanoylglycerol 
258: 689 
dependent phosphorylation T cell 
receptor 258: 505 
detn mitochondria heart 257: 131 
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efflux microsome Gn protein 
258: 823 

entry platelet ADP thrombin 
258: 923 

HT29 cell neurotensin 264: 871 

influx hormone receptor endothelium 
259: 125 

influx vasopressin potassium hepato> 
cyte 260: 821 

inhibition inorg pyrophosphatase 
gluconeogenic hormone 258: 817 

intracellular inositol trisphosphoroth= 
ioate 259: 645 

LH exocytosis gonadotroph 264: 901 

metab blood platelet ADP nitroprus= 
side 258: 447 

mitochondria phosphorylation heart 
inotropism 262: 293 

mitochondria pyrophosphate liver 
acetate 262: 965 

mobilization desensitization neutro> 
phil 262: 165 

mobilization fibroblast nucleotide 
receptor 263: 371 

mobilization platelet cytosol alkalini= 
zation 258: 521 

neutrophil protein kinase C 264: 357 

ovary follicle phosphoinositide hy= 
drolysis sperm 264: 539 

oxoglutarate NAD isocitrate dehydro= 
genase heart 263: 453 

oxytocin glycogen synthase liver 
261: 827 


parathormone glycogenolysis hepato> 
cyte 258: 889 

parotid acinar cell methacholine 
258: 409 

PGI2 endothelium protein kinase 
262: 431 

phosphoinositide hydrolysis mitogen 
lymphocyte 262: 747 

prostaglandin receptor classification 
263: 769 

pump ATPase activation alkaliniza> 
tion stomach 262: 361 

pump ATPase gene sequence pig 
260: 757 


pump erythrocyte monoclonal anti> 
body inhibition 264: 87 

pyrroloquinoline quinone glucose 
dehydrogenase reactivation 
261: 415 

regulated actomyosin ATPase tropo> 
myosin overlap 258: 831 

release endocrine cell inositol tris= 
phosphate 262: 83 

release inositol tetrakisphosphate 
dephosphorylation 259: 931 

release platelet membrane inositol 
trisphosphate 257: 715 

sensitivity aequorin analog 261: 913 

sodium exchange distal tubule 
257: 259 

transport ATPase arginine phospholi= 
pid interaction 264: 609 

transport ATPase inhibition tetraf> 
luoroaluminum phosphorylation 
261: 655 

transport ATPase isoform smooth 
muscle 257: 117 

transport ATPase platelet membrane 
263: 547 

transport cerebellum microsome 
inositol triphosphate 258: 261 

transport channel terminal cisternae 
antibody 261: 863 

transport heart thyroid adrenergic 
259: 229 

transport hepatocyte 264: 61 

transport hepatocyte GTP binding 
protein 257: 591 

transport mitochondria spermine 
matrix dehydrogenase 264: 167 

transport pancreas acinus hormone 
263: 333 
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uptake oxytocin myometrium mem> 
brane 261: 23 
uptake triiodothyronine liver 
258: 363 
vitamin E muscle injury 257: 207 
Calcyclin 
Ehrlich ascites calcium binding pro= 
tein 263: 951 
Caldesmon 
actin tropomyosin complex binding 
calmodulin 257: 839 
Caldolase 
Thermus 262: 409 
Calelectrin 
calcimedin identity 262: 993 
Callorhynchus 
insulin glucagon sequence 263: 261 
Calmidazolium 
myosin phosphorylation calmodulin 
262: 215 
Calmodulin 
activation inositol trisphosphate 
kinase mechanism 260: 771 
antagonist myosin phosphorylation 
262: 215 
binding caldesmon actin tropomyosin 
complex 257: 839 
binding protein calpain substrate 
review 262: 693 
binding protein Paramecium cilia 
259: 385 
binding protein phosphorylation 
cystic fibrosis 263: 613 
calcium protein kinase II review 
258: 313 
tyrosine phosphorylation insulin 
receptor kinase 263: 803 
Calpactin 
phosphorylation membrane vesicle 
EGF 259: 577 
Calpain 
aldolase ethylmaleimide deriv proteo= 
lysis erythrocyte 259: 237 
I activation platelet aggregation 
261: 1039 
substrate calmodulin binding protein 
review 262: 693 
Calvin 
cycle enzyme partition property 
259: 863 
Calyptogena 
Hb II sequence 260: 177 
cAMP 
adrenergic receptor estrogen liver 
257: 407 
carnitine palmitoyltransferase MRNA 
liver 263: 703 
GH3 cell protein kinase C 262: 829 
guanosine thiotriphosphate Dictyoste> 
lium inositol trisphosphate 
258: 577 
heart EGF GTP protein 264: 563 
hepatocyte fetus newborn 264: 93 
lipoprotein hepatocyte glucagon adre= 
naline 262: 425 
parathormone glycogenolysis liver 
258: 889 
phosphodiesterase activation kinase 
dense vesicle 260: 27 
phosphodiesterase adipocyte hormone 
262: 867 
phosphodiesterase tyrosine phospho= 
rylation insulin 261: 897 
phosphofructokinase hepatocyte 
fetus 257: 795 


platelet aggregation prostacyclin 
258: 57 


prostaglandin receptor classification 
263: 769 

protein kinase cell nucleus 260: 673 

protein kinase muscle development 
264: 305 

pyruvate dehydrogenase kinase hepa> 
tocyte 257: 487 

receptor protein DNA consensus 


sequence 261: 649 
signal phosphoprotein parotid prolif= 
eration 263: 785 
turnover kinase signal amplification 
polemic 257: 621 
turnover signal transduction polemic 
257: 623 
vasopressin inositol phosphate liver 
257: 455 
vasopressin myoblast cholera toxin 
259: 679 
Candida 
cytochrome P 450 sterol demethylase 
263: 573 
lanosterol demethylation 260: 549 
Carbachol 
inositol phosphate cerebral cortex 
258: 23 260: 237 
phosphoinositide trachea 262: 739 
phosphoinositol hydrolysis brain 
261: 29 
Carbamoyl 
phosphate synthase essential cysteine 
acetylglutamate 260: 573 
phosphate synthase glutamine lym= 
phocyte 261: 979 
Carbamoylation 
site crystallin gamma II 262: 909 
Carbamoylcholine 
inositol phosphate formation thyroid 
263: 795 
Carbamoylphosphate 
synthetase glutamine dogfish 
261: 523 
Carbamoyltransferase 
ornithine deficiency enzyme citrulline 
mitochondria 257: 251 
Carbohydrate 
ascorbic acid oxidase kinetics 
264: 601 
diet liver glucose phosphate dehydro= 
genase 258: 295 
liver hormone pituitary 258: 547 
metab hepatocyte kidney enkephalin 
257: 705 
metab insulin HT29 cell 261: 175 
receptor lactogenic hormone liver 
organelle 263: 33 
specificity conglutinin blood serum 
258: 109 
variant transferrin serum pregnancy 
257: 231 
Carbon 
flux starvation refeeding review 
263: 313 
monoxide uptake erythrocyte 
260: 171 
tetrachloride aldehyde formation 
liver promethazine 264: 527 
tetrachloride fatty acid crosslinking 
liver 260: 873 / 
tetrachloride liver fructose bisphosp= 
hate 262: 721 
13 NMR citrate metab 257: 425 
Carbonate 
nitrophenyl cytoplasm aldehyde deh= 
ydrogenase 257: 579 
Carbonic 
anhydrase tissue species distribution 
259: 91 
Carbonyl 
group protein muscle dystrophy 
260: 359 


oxygen formation protochlorophyllide 
cucumber 257: 599 
Carboxyarabinitol 
phosphate prepn purifn 260: 711 
Carboxykinase 
phosphoenolpyruvate Vibrio 
260: 221 
Carboxyl 
group modification UDP glucose 
pyrophosphorylase 264: 799 
Carboxylase 
acetyl CoA mobilization mitochondria 


liver 260: 927 
acetyICoA milk fat globule membrane 
257: 925 
phosphoenolpyruvate oligomerization 
malate sensitivity corn 261: 349 
ribulose bisphosphate inhibitor prepn 
purifn 260: 711 
Carboxylate 
active site xylose isomerase modifica= 
tion 260: 163 
Carboxylation 
pyruvate heart biotin enzyme 
257: 913 
Carboxylesterase 
Sulfolobus 261: 993 
Carboxypeptidase 
H pancreas release insulin 264: 503 
M activation cobalt acid pH 
261: 289 
Y RNase A conformation refolding 
260: 583 
Carboxyretinamide 
agarose protein purifn 262: 917 
Carcinogen 
binding receptor detn 262: 549 
Carcinoma 
intestine culture glutathione transfer= 
ase 264: 613 
Cardiac 
hypertrophy thyroid phospholamban 
ATPase 259: 229 
Cardiolipin 
glutamate dehydrogenase activation 
leucine 261: 921 
Carnitine 
acylcarnitine translocase activation 
chymotrypsin mitochondria 
261: 363 
acyltransferase mitochondria peroxi> 
some coordination liver 260: 93 
acyltransferase peroxisome malonyl 
CoA 262: 801 
palmitoyltransferase glucagon insulin 
liver 258: 677 
palmitoyltransferase mRNA liver 
cAMP 263: 703 
palmitoyltransferase target size analy> 
sis mitochondria 263: 89 
Carnosine 
homocarnosine anserine antioxidant 
264: 863 
Carrier 
lactose mutant pH dependence Es= 
cherichia 258: 389 
Cartilage 
art.cular dermatan sulfate proteogly= 
can 262: 823 
dermatan sulfate proteoglycan fetus 
261: 501 
hyaluronate binding proteoglycan 
age 258: 875 
hyaluronate proteoglycan formation 
263: 761 
keratan sulfate structure immunochem 
260: 277 
proteoglycan aggregate degrdn prot> 
eoglycanase 259: 61 
proteoglycan azaserine micromelia 
261: 627 
proteoglycan core protein globular 
domain 261: 801 
proteoglycan degrading metalloprotei> 
nase 258: 115 
proteoglycan insulinlike growth factor 
260: 543 
proteoglycan release 259: 21 
type VI IX collagen structure 
262: 753 
Cascade 
interconvertible enzyme effector 
kinetics 257: 339 
Casein 
diet bile lipid gallstone 263: 293 
kinase II inhibition dichlororibofuran= 
osylbenzimidazole 262: 469 
kinase liver vanadate 262: 563 
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Catalytic 
antibody review 262: 381 
domain proenzyme Clr serine protei= 
nase 257: 885 
Cataract 
naphthalene aldehyde reductase 
dihydrodiol dehydrogenase 
264: 403 
Catechol 
tyrosinase inactivation kinetics pros 
line 262: 597 
Catecholamine 
adrenal chromaffin myosin phospho> 
rylation 264: 589 
insulin pertussis toxin pancreas 
258: 669 
Cathepsin 
B L active form fibroblast 257: 125 
detection peptidyldiazomethane 
263: 945 
gene promonocyte calcitriol 262: 843 
H C inactivation affinity label 
262: 63 
L formation alveolus macrophage 
257: 493 
L processing mouse human 262: 931 
lysosome ubiquitin protein conjugate 
263: 47 
procathepsin D purifn zymogen acti> 
vation 263: 601 
S LB specificity 264: 475 
S spleen 264: 467 
starvation nematode 264: 161 
Cation 
adrenal chromaffin granule 259: 485 
interaction Escherichia lipopolysac= 
charide 263: 695 
polyvalent interaction arsenazo III 
259: 295 
Cattle 
galactoside binding lectin cDNA 
sequence 259: 283 
gene mitochondria ATP synthase 
sequence 260: 249 
iodothyronine deiodinase brown adi= 
pose development 259: 555 
retina CGMP phosphodiesterase inhi= 
bitory subunit 259: 13 
uncoupling protein mRNA adipose 
ontogeny 257: 665 
Cauliflower 
giycerolipi¢ formation plastid 
299: 775 
cDNA 
galactoside binding lectin sequence 
cattle 259: 283 
glycoprotein SGP2 cloning rat 
291: 293 
kallikrein sequence human salivary 
gland 262: 787 
monoamine oxidase A sequence 
259: 407 
phospholamban cloning sequence pig 
262: 353 
phosphorylase kinase subunit cloning 
rat 263: 223 
procollagen III sequence human 
260: 509 
CD3 
antigen phosphorylation protein 
kinase C 260: 893 
antigen serine kinase T lymphocyte 
262: 449 
Cell 


adenosine transport 263: 957 

animal transformation liposome 
259: 549 

A431 transglutaminase cytosol 
264: 679 

blood embryonic oxygen uptake re> 
lease 261: 1009 

CHO transformation human poly= 
amine transporter 263: 745 

cycle G2 bromodeoxyuridine 
261: 269 


death calcium 263: 347 

differentiation colon apolipoprotein 
B48 precursor 264: 365 

folate uptake human 260: 401 

growth EGF neoplasm antiport 
257: 151 

line protein kinase C TPA 257: 905 

membrane arachidonate calcium 
platelet 259: 139 

membrane binding complement C3 
261: 407 

membrane calcium transport ATPase 
platelet 263: 547 

membrane fluidity diet fish oil 
263: 41 

nucleus cytoplasm histone 264: 785 

nucleus protein kinase cAMP 
260: 673 

ovotransferrin fragment binding 
receptor 257: 301 

permeabilization inositol tetrakis= 
phosphate calcium 259: 931 

permeabilization protein release 
endoplasmic reticulum 257: 159 

permeabilized DNA fragmentation 
261: 17 

polyamine chromatin structure 
260: 697 

protein metab lysosome 259: 27 

sugar transport hexokinase 260: 153 

wall proteinase inhibitor Coccidioides 
sporulation 257: 729 

Cellobiohydrolase 

endogluconase complex cellulase 
mechanism Penicillium 260: 37 

specificity Penicillium Trichoderma 
261: 819 

Cellulase 

kinetics cellulose hydrolysis 
262: 1001 

mechanism cellobiohydrolase endo> 
gluconase complex Penicillium 


260: 37 
system fungi 261: 819 
Cellulose 
hydrolysis cellulase kinetics 
262: 1001 


Centrifugation 
density gradient endosome 264: 137 
Cephalosporin 
thiono deriv beta lactamase 258: 765 
Cephem 
antibiotic structure beta lactamase C 
259: 255 
Cerebellum 
microsome calcium transport inositol 
triphosphate 258: 261 
Cerebral 
cortex brain muscarinic receptor 
263: 921 
cortex CMP phosphatidate formation 
lithium 258: 621 
cortex inositol phosphate carbachol 
258: 23 260: 237 
Cerebrum 
cortex membrane phosphatidylinosi= 
tol bisphosphate phospholipase 
261: 325 
Ceruloplasmin 
oxidative stress 258: 435 
Cervix 
small dermatan sulfate proteoglycan 
parturition 260: 413 
cGMP 
phosphodiesterase inhibitory subunit 
retina 259: 13 
protein kinase phospholamban phos> 
phorylation 260: 829 
CGP 
12177 brown adipose tissue thermo> 
genesis 261: 401 
Channel 
calcium transport terminal cisternae 
antibody 261: 863 
calcium verapamil receptor maize 
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coleoptile 257: 95 
potassium dendrotoxin receptor sy> 
naptic membrane 257: 899 
potassium purifn brain polemic 
264: 622 264: 623 
potassium transport proximal tubule 
kidney 262: 271 
Cheek 
epithelium binding saliva component 
261: 887 
Chelation 
iron transferrin synthetic carrier 
ampholyte 259: 909 
Chelator 
iron release hemosiderin ferritin 
260: 903 
Chem 
engineering abzyme review 262: 381 
modification enzyme inactivation 
kinetics 263: 855 
Chemotactic 
factor cytokine synovium 259: 585 
peptide NADPH oxidase activation 


259: 813 
Chick 
embryo aminolevulinate synthase 
262: 815 
Chicken 
erythroid gene chromatin structure 
263: 179 
gizzard nucleotidase membrane an= 
chor 262: 33 
liver ferritin purifn structure 
258: 413 
vinculin sequence conformation 
259: 453 
Chloride 


transport ileum brush border chlori= 
dorrhea 263: 775 
Chloridorrhea 
chloride transport ileum brush border 
263: 775 
Chloroethylarsonic 
acid amination aminoethanol 
260: 295 
Chlorophenmyltosylamidobutanone 
chymotrypsin complex ionization 
mechanism 258: 853 
Chloroplast 
glutamate formation sulfate 259: 769 
spinach acetohydroxyacid reductoi= 
somerase multiple form 262: 971 
Chlorpromazine 
deriv binding erythrocyte 264: 633 
Cholecystokinin 
angiotensin converting enzyme 
262: 125 
phosphoinositide hydrolysis glucose 
259: 743 
Cholera 
toxin inositol phosphate myoblast 
259: 679 
toxin protein Gs myoblast 262: 643 
Cholesterol 
acyltransferase Niemann Pick disease 
fibroblast 262: 713 
bile cyclobutyrol 263: 513 
bile secretion bile acid 258: 17 
ester arachidonate liver fish oil 
261: 11 
ester lipoprotein metab liver 
257: 699 
esterification hepatocyte lipoprotein 
receptor 263: 255 
formation control hepatoma 
258: 421 
formation liver fatty acid 258: 563 
formation liver hydroxycholesterol 
262: 989 
homeostasis liver gene expression 
260: 731 
hydroxylase cytochrome P 450IIC 
subfamily 262: 91 
hydroxylase glucocorticoid bile acid 
262: 341 
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intestine mevalonate pyrophosphate 
decarboxylase 260: 333 
liver lipoprotein secretion 258: 807 
liver starvation refeeding 257: 607 
metab liver bile acid 264: 241 
soybean protein diet bile gallstone 
263: 293 
Choline 
contg compd formation neuron brain 
264: 555 
deficiency liver adenosylmethionine 
methionine 259: 725 
formation bombesin TPA 263: 581 
hepatocyte lysophosphatidylcholine 
metab lipoprotein secretion 
260: 207 
Cholinergic 
insulin secretion protein kinase 
264: 753 
Chondrocyte 
bradykinin receptor 258: 861 
Chondroitin 
sulfate lymph hyaluronan uptake 
264: 823 
Chondrus 
flavodoxin sequence 263: 981 
Choroid 
plexus peptidase membrane 259: 69 
Chromaffin 
cell chromogranin A formation secre> 
tagogue 260: 915 
cell myosin light chain phosphoryla= 
tion 264: 589 
granule cation adrenal 259: 485 
granule membrane sodium proton 
antiporter 257: 499 
granule vacuolar proton ATPase 
topog 263: 81 
Chromatin 
polyADP ribosylated pachytene sper> 
matocyte 261: 775 
structure erythroid gene chicken 
263: 179 
structure polyamine depletion 
260: 697 
Chromatog 
affinity aldehyde dehydrogenase liver 
mitochondria 259: 105 
affinity calcimedin gizzard 259: 799 
affinity cysteine proteinase papaya 
latex 261: 469 
affinity lectin asialotransferrin 
259: 427 
affinity potassium channel brain 
polemic 264: 622 264: 623 
affinity retinoate binding protein 
262: 917 
anion exchange inositol phosphate 
260: 283 
ferritin liver 258: 413 
immunoaffinity lactoperoxidase hu= 
man colostrum 259: 627 
immunoaffinity TEM 1 lactamase 
263: 309 
ion exchange liq phosphatidylcholine 
metabolite 263: 581 
lipoate detection bacteria 258: 749 
liq acyl CoA ester 262: 261 
liq automated inositol phosphate 
262: 997 
liq nitrate cyanobacteria 259: 545 
liq phosphorylcholine assay enzyme 
260: 909 
liq ribosome adenine release detn 
259: 639 
liq thyroid peroxidase coupling reac> 
tion 262: 209 
Chromogranin 
A formation chromaffin cell secreta= 
gogue 260: 915 
A review 262: 1 
Chylomicron 
remnant uptake hepatocyte 258: 587 
Chymopapain 
multiple form conformation 257: 183 


Chymotrypsin 
activation carnitine acylcarnitine 
translocase mitochondria 261: 363 
alphal proteinase inhibitor kinetics 
mechanism 259: 929 
mechanism hemiketal oxyanion stabi> 
lization 258: 853 
Cilia 
Paramecium calmodulin binding 
protein 259: 385 
Circulation 
mammary gland adipose polymyxin B 
261: 445 
Cirrhosis 
biliary oxo acid dehydrogenase review 
257: 625 
Citrate 
iron release hemosiderin ferritin 
260: 903 
metab kidney proximal tubule 
257: 425 
tricarboxylic acid cycle polemic 
263: 997 
Citrulline 
formation calcium liver mitochondria 
257: 285 
mitochondria ornithine carbamoyl= 
transferase deficiency 257: 251 
Clam 
Hb II sequence 260: 177 
Clarkia 
phosphoglucose isomerase sucrose 
starch 261: 457 
Clathrin 
light chain disulfide brain adrenal 
251: FHS 
Clavulanate 
inactivation beta lactamase Staphylo= 
coccus 258: 205 
Clenbuterol 
denervated muscle protein metab 
261: 965 
muscle hypertrophy beta adrenocep> 
tor 264: 573 
Clofibrate 
liver cytochrome P450 isoenzyme 
262: 151 
Cloning 
dihydropteridine reductase gene 
human 261: 265 
dog heart phospholamban gene 
264: 533 
fructose bisphosphate aldolase gene 
Escherichia 257: 529 
gene lacYun Escherichia 258: 389 
glycoprotein SGP2 cDNA rat 
257: 293 
insulin receptor gene insect “ell 
261: 119 
kallikrein gene human Escherichia 


lactamase gene Actinomadura Strep> 
tomyces 262: 849 

phosphofructokinase fructose bisp> 
hosphatase rat 264: 151 

phosphorylase kinase subunit cDNA 
rat 263: 223 

sequence lipoxygenase gene pea 
264: 929 

sequence phospholamban cDNA pig 
262: 353 

yeast flavocytochrome b2 gene 
258: 255 

Clostridium 

collagenase detn fluorometry 
260: 259 

hydrogenase II iron sulfur cluster 
259: 597 

nitrogenase molybdenum iron site 
ESR 262: 349 

CMP 

acetylneuraminic acid hydroxylase 
liver glycoloyineuraminate 
263: 355 

phosphatidate formation cerebral 
cortex lithium 258: 621 


CoA 
ester acyl detn liver mitochondria 
262: 261 
hydroxymethylglutaryl reductase 
glycosylation inhibitor antitumor 
260: 597 
metab methylenecyclopropylglycine 
259: 921 
Coagulation 
blood factor Xa heparin 257: 143 
factor VIII binding von Willebrand 
257: 679 
factor VIII functional epitope 
263: 187 
factor Xa antithrombin heparan 
sulfate 262: 651 
factor XIII conformation terbium 
257: 331 
Cobalamin 
methyltetrahydrofolate oxidn liver 
258: 907 
Cobalt 
activation carboxypeptidase M acid 
pH 261: 289 
Cobra 
venom phospholipase A2 essential 
lysine 262: 855 
Coccidioides 
proteinase inhibitor 257: 729 
Codon 
unconventional reading tRNA Myco= 
plasma 258: 869 
Coelenterazine 
analog aequorin 261: 913 
Coenzyme 
M reductase cofactor Methanobacter= 
ium 260: 613 
site isocitrate dehydrogenase arginine 
Escherichia 261: 301 
Cofactor 
binding nitrogenase subunit essential 
cysteine 264: 257 
F430 nickel methylcoenzyme M re= 
ductase 260: 613 
molybdenum pterin xanthine oxidase 
263: 477 
Cold 
agglutinin methylumbelliferylgalacto= 
pyranoside binding thermodn 
262: 357 
brown adipose recruitment newborn 
259: 341 
Coleoptile 
verapamil receptor calcium channel 
maize 257: 95 
Collagen 
accumulation smooth muscle ascor= 
bate 258: 279 
blood platelet adhesion aggregation 
258: 157 
cDNA sequence human 262: 521 
Con A binding skin 257: 79 
formation fibroblast growth factor 
260: 463 
heart hypertrophy pressure elastin 
age 263: 709 
helix glycine mutation osteogenesis 
imperfecta 261: 253 
hydroxylation trihydroxyanthraqui> 
none dihydroxybenzoate 261: 127 
platelet aggregation arachidonate 
mobilization 263: 143 
type VI IX structure cartilage 
262: 753 
Collagenase 
activator metalloproteinase enamel 
development 264: 917 
detn Clostridium fluorometry 
260: 259 
structure function fibroblast 
263: 201 
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plasma 261: 811 
anchor membrane kidney dipeptidase 
257: 361 
Glycylpeptide 
myristoyltransferase detn purifn 
brain 263: 387 
GM3 
ganglioside sialidase fibroblast siali= 
dosis mucolipidosis 260: 69 
Gn 


protein microsome calcium efflux 
fusion 258: 823 
Goat 
acrosin sequence 257: 447 
Gold 
thioglucose obesity lipogenesis feeding 
259: 651 
Golgi 
glycoprotein PO acylation nerve 
263: 173 
Gonadotrope 
LH release calcium channel 259: 217 
Gonadotroph 
permeable LH exocytosis ATP 
264: 901 
Gram 
neg bacteria complement killing 
263: 505 
Granule 
chromaffin cation adrenal 259: 485 
protein secretory insulin ‘257: 431 
Granulocyte 
neutral maltase 263: 647 
Green 
HE 4BD aminoacyl tRNA synthetase 
258: 715 
Gro 


protein cytokine synovium 259: 585 
Growth 

CHO cell polyamine transport 
263: 745 

factor binding receptor detn 
262: 549 

factor hyaluronan fibroblast 
258: 919 

factor insulinlike binding protein 
258: 267 

factor insulinlike receptor hybrid 
insulin 263: 553 

factor phosphatidylcholine glyceride 
metab 264: 509 

factor protein kinase phosphorylation 
261: 131 

factor purifn neuroblastoma 
257: 375 

factor receptor phosphoinositide 
hydrolysis 262: 665 
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protein adipocyte obesity hypothy= 
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roidism 260: 843 
protein ribosylation iloprost platelet 
261: 841 
protein subunit activation release 
membrane 260: 837 
GSH 
dichlorodideoxyfructose dechlorina= 
tion liver erythrocyte 259: 537 
GTP 
adenylate cyclase brain thyroid 
263: 829 
binding protein function microsome 
liver 258: 823 
binding protein hepatocyte calcium 
transport 257: 591 
binding protein lung brain neutrophil 
259: 499 
binding protein phospholipase C 
regulation 261: 245 
binding protein rough endoplasmic 
reticulum 262: 497 
binding protein sweet taste mechanism 
260: 121 
calcium transport pancreas hormone 
263: 333 
cyclohydrolase regulation sepiapterin 
acetyldihydrohomopterin phenylk= 
etonuria 260: 135 
protein cAMP heart EGF 264: 563 
transforming growth factor 261: 879 
GTPase 
elongation factor G propanol 
261: 725 
Guanidinium 
chloride collagen extn cartilage 
262: 753 
Guanine 
nucleotide NADPH oxidase activation 
neutrophil 261: 477 
nucleotide neutrophil respiration 
burst 257: 893 
nucleotide phosphatidylinositol phos= 
pholipase C regulation 261: 245 
nucleotide phosphoinositide brain 
neurotransmitter 261: 29 
nucleotide protein subunit release 
membrane 260: 837 
Guanosine 
thiotriphosphate cAMP Dictyostelium 
inositol trisphosphate 258: 577 
GO 


protein alpha subunit adipocyte brain 
260: 307 
G2 


cell cycle bromodeoxyuridine 
261: 269 
Haloalkane 
amination method 260: 295 
Halobacterium 
lipoate detection 258: 749 
phosphatidylglycerol phosphate mon= 
olayer property 261: 377 
Halogenopenicillanate 
beta lactamase ionic strength 
257: 245 
Halophile 
moderate phosphoenolpyruvate car> 
boxykinase 260: 221 
Hansenula 
Saccharomyces flavocytochrome b2 
sequence comparison 263: 973 
Harderian 
gland peroxisome lipid enzyme 
262: 677 
Hb 
heme site structure heterogeneity 
Glycera 260: 863 
II sequence Calyptogena 260: 177 
oxygen binding fetus adult 260: 617 
Heart 
adenylate cyclase EGF G protein 
264: 563 
aspartate aminotransferase unfolding 
folding 261: 189 
ATPase isoform 257: 117 
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atrial natriuretic factor mRNA detec= 
tion 263: 121 

carnitine acylcarnitine translocase 
activation chymotrypsin 261: 363 

dog phospholamban gene cloning 
264: 533 

fatty acid binding protein sequence 
260: 303 

hormone sensitive lipase 258: 67 

hypertrophy pressure collagen elastin 
age 263: 709 

inositol phosphate adrenergic receptor 
261: 89 

ischemia oxygen radical EPR spec> 
troscopy 264: 687 

microsome acylglycerophosphocholine 
acyltransferase 261: 575 

microsome lysophospholipase A2 
specificity 261: 581 

mitochondria calcium proton detn 
257: 131 

mitochondria electron transport doxo> 
rubicin 259: 181 

mitochondria nitroreductase NADH 
dehydrogenase 257: 859 

myocyte lactate pyruvate transport 
264: 409 

NAD isocitrate dehydrogenase purifn 
regulation 263: 445 

nucleotidase adenosine hypoxia 
261: 541 

oxoglutarate NAD isocitrate dehydro= 
genase calcium 263: 453 

phosphorylation inotropism mito> 
chondria calcium 262: 293 

preproenkephalin mRNA develop= 
ment 258: 73 

protein formation hypoxia 257: 519 

protein metab pH 259: 173 

protein metab tumor malnutrition 
anorexia 264: 191 

pyruvate carboxylation biotin enzyme 
257: 913 

pyruvate dehydrogenase dietary ener= 
gy refeeding 262: 321 

pyruvate dehydrogenase starvation 


pyruvate dehydrogenase starvation 
refeeding 262: 669 
rate thyroid adrenergic system 
259: 229 
sarcolemma T tubule 264: 885 
smooth muscle phospholamban phos= 
phorylation 260: 829 
Heat 
modified casein bile lipid gallstone 
263: 293 
shock protein mammary differentia= 
tion 258: 895 
spore Bacillus 263: 883 
Heavy 
meromyosin thin filament magnesium 
ATP 259: 303 
HeLa 
microinjected protein proteolysis 
inhibition EGTA 259: 237 
Helianthus 
cytochrome P 450 reductase plant 
259: 847 
Helix 
hemocyanin reaction nitrogen monox> 
ide 262: 253 
Heme 
aminolevulinate synthase embryo 
chick 262: 815 
binding subunit cytochrome b neutro= 
phil 264: 921 
center nitrate reductase redox poten= 
tial 263: 285 
complex alkyl arom isocyanide 
262: 959 
cytochrome Escherichia 261: 437 
ionization ferricytochrome c proton 
uptake 258: 595 
iron coordination peroxidase deriv 


pH 258: 473 
liver aminolevulinate synthase 
262: 807 
oxymyoglobin oxygen radical 
263: 731 
propionate ionization cytochrome c 
isomerization 258: 599 
Hemiketal 
oxyanion stabilization chymotrypsin 
mechanism 258: 853 
Hemin 
elF2alpha kinase erythropoiesis 
262: 569 
liver aminolevulinate synthase 
262: 807 
Hemocyanin 
nitrogen monoxide reaction crayfish 
snail 262: 253 
Hemopoietic 
stem cell proteoglycan metab 
260: 479 
Hemoprotein 
model alkyl arom isocyanide 
262: 959 
Hemosiderin 
iron release chelator 260: 903 
Heparan 
sulfate antithrombin III factor Xa 
262: 651 
sulfate calcite crystn inhibition 
259: 41 
sulfate glycosaminoglycan endoglyco= 
sidase mononuclear cell 264: 777 
sulfate proteoglycan blood vessel 
261: 145 
sulfate proteoglycan glomerulus base> 
ment membrane 264: 457 
Heparin 
anticoagulation thrombin dependent 
amplification reaction 257: 143 
binding parasite protein phosphoryla= 
tion 264: 517 
biosynthesis polymn sulfation micro> 
some 261: 999 
calcite crystn inhibition 259: 41 
chylomicron remnant uptake hepato> 
cyte 258: 587 
inositol trisphosphate kinase inhib> 
ition 261: 1059 
modified IR 261: 1035 
proteoglycan oligosaccharide heterog= 
eneity antithrombin affinity 
262: 953 
RNA polymerase II template complex 
260: 795 
structure thrombin inhibition 
262: 225 
thrombin interaction nexin 257: 191 
Heparitinase 
mononuclear cell spleen 264: 777 
Hepatic 
Kupffer endothelium PGD2 parench= 
yma 262: 195 
Hepatocarcinogen 
dimethylnitrosamine dehydroepian= 
drosterone 262: 985 
Hepatocyte 
asialoglycoprotein metab galactose 
receptor 262: 277 
calcium transport 264: 61 
calcium transport GTP binding pro= 
tein 257: 591 
carbohydrate metab kidney 257: 705 
cholesterol esterification lipoprotein 
receptor 263: 255 
chylomicron remnant uptake 
258: 587 
cytochrome P450 induction culture 
258: 237 
cytoplasm acetate formation 
257: 673 
fatty acid formation inhibition aurin= 
tricarboxylate 259: 925 
fetus newborn glucagon cAMP 
264: 93 


fibronectin binding dipeptidy! pepti= 
dase IV 262: 327 

glycogen metab hormone substrate 
261: 985 

glycogen phosphorylase steroid hor= 
mone 262: 417 

glycogen synthase phosphorylase 
prostaglandin 261: 93 

glycogenolysis parathormone calcium 
258: 889 


lipoprotein glucagon adrenaline cAMP 
262: 425 
lipoprotein lipase newborn 259: 159 
lysophosphatidylcholine lysophospha> 
tidylethanolamine release albumin 
264: 125 
lysophosphatidylcholine metab lipo= 
protein secretion choline 260: 207 
metab ketoleucine ethanol 258: 121 
phosphatidylethanolamine formation 
glucagon 257: 645 
phosphofructokinase fetus cAMP 
glucagon 257: 795 
polymeric Ig receptor cleavage 
257: 759 
protein kinase C activation quinone 
260: 499 
pyruvate dehydrogenase kinase regu= 
lation 257: 487 
vasopressin calcium influx potassium 
260: 821 
very low d lipoprotein diabetes 
262: 313 
Hepatoma 
cholesterol formation control 
258: 421 
glutathione transferase isoenzyme 
induction 257: 215 
Herbicide 
diphenyl ether protoporphyrinogen 
oxidase inhibition 260: 231 
Herpes 
simplex virus glycoprotein glycosyla= 
tion 262: 479 
virus infection polyphosphoinos.tide 
metab protein 261: 683 
Heterogeneous 
nuclear ribonucleoprotein tryptophan 
263: 279 
Heterometrus 
SGP glycoprotein phenol oxidase 
activation 260: 525 
Hexachlorobutadiene 
conjugation glutathione transferase 
microsome 258: 87 
Hexadecanoate 
oxidn intermediate detn 262: 261 
Hexokinase 
coupling sugar transport thymocyte 
260: 143 
kinetic mechanism computer deriva= 
tion 264: 175 
sugar transport cell 260: 153 
transition time control rhythm phos= 
phofructokinase 260: 763 
Hexose 
transport system myoblast muscular 
dystrophy 262: 15 
High 
density lipoprotein binding protein 
liver 261: 239 
mol wt protease review 263: 625 
Histamine 
intracellular calcium endothelium 
259: 125 
phosphoinositide trachea 262: 739 
phosphoinositol hydrolysis brain 
261: 29 
Histidine 
active site xylose isomerase Strepto> 
myces 263: 195 
Histone 
gene chromatin structure erythro> 
poiesis 263: 179 
nucleus cytoplasm cell 264: 785 
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Holocephalan 
insulin glucagon sequence 263: 261 
Homarus 
cysteine proteinase digestive juice 
263: 439 
Homocarnosine 
antioxidant 264: 863 
Hopanoid 
Zymomonas 262: 673 
Hordein 
C repeat peptide conformation barley 
259: 471 
Hormone 
calcium transport pancreas acinus 
263: 333 
cAMP phosphodiesterase adipocyte 
262: 867 
carnitine palmitoyltransferase turno> 
ver liver 263: 703 
fatty acid metab liver 264: 107 
lactogenic receptor carbohydrate 
liver organelle 263: 33 
liver metab pituitary 258: 547 
platelet adenylate cyclase G protein 
264: 483 
protein metab muscle 260: 377 
pyruvate dehydrogenase kinase hepa> 
tocyte 257: 487 
receptor calcium influx endothelium 
259: 125 
receptor inositol phosphate review 
260: 313 
regulation mitochondria matrix vol 
pyrophosphatase 258: 817 
sensitive lipase heart 258: 67 
Horse 
ferritin structure chicken 258: 413 
HPLC 
acyl CoA ester 262: 261 
anion exchange inositol phosphate 
detn 262: 997 
enzyme phosphorylcholine assay 
260: 909 
ion exchange nitrate cyanobacteria 
259: 545 
ribosome adenine release detn 
259: 639 
thyroid peroxidase coupling reaction 
detn 262: 209 
Hsp90 
protein mammary differentiation 
258: 895 
HT29 
cell insulin carbohydrate metab 
261: 175 
cell neurotensin phospholipase calcium 
264: 871 
Human 
blood platelet calcium arachidonate 
259: 139 
dihydropteridine reductase gene 
cloning 261: 265 
galactoside binding lectin gene se> 
quence 259: 291 
gene polyamine transport protein 
263: 745 
gene reg pancreatic stone protein 


glutathione transferase microsome 
liver 258: 87 

glycophorin C gene rearrangement 
262: 47 


glycophorin gene mutation erythro> 
cyte 263: 993 

insulin gene enhancer protein 
264: 233 

insulin receptor gene cloning 
261: 119 

kallikrein gene sequence cloning 
Escherichia 262: 787 

lactate dehydrogenase gene sequence 
257: 921 

mannose binding protein gene se> 
quence 262: 763 

procathepsin L processing glycosyla= 


tion 262: 931 
procollagen gene sequence evolution 
262: 521 
procollagen III cDNA sequence 
260: 509 
Hyaluronan 
growth factor fibroblast 258: 919 
uptake lymph proteoglycan 264: 823 
Hyaluronate 
binding proteoglycan cartilage age 
258: 875 
metab liver endothelium receptor 
257: 875 
proteoglycan formation cartilage 
263: 761 
Hybridization 
in situ autoradiog MRNA 263: 121 
Hydrogen 
fluoride deglycosylation mucin 
261: 617 
peroxide cytotoxicity diethyldithio= 
carbamate polyamine 260: 487 
peroxide cytotoxicity low temp 
264: 651 
peroxide detn electrode 263: 823 
peroxide proteoglycan degrdn 
259: 805 


sodium antiport EGF neoplasm 
251: 151 
sodium antiport leukocyte pH 
259: 311 
Hydrogenase 
II iron sulfur cluster Clostridium 
259: 597 
Hydrolase 
acyl CoA adipose peroxisome 


bisadenosyl tetraphosphate specificity 
substrate analog 262: 241 
diadenosine tetraphosphate aorta 
endothelium 259: 97 
phlorizin lactase glycosylation trans= 
port intestine 263: 249 
Hydrolysis 
acid transferrin desialylation 
259: 427 
inositol phosphate plant ext 
264: 851 
Hydroperoxide 
cumene cytochrome P450 tetrame> 
thylphenylenediamine ethoxycou> 
marin 261: 793 
decompn radical liver microsome 
257: 603 
lipoxygenase activation leukocyte 
263: 565 
Hydroporphyrin 
prepn tumor photosensitization 
261: 277 
Hydroxy 
radical neutrophil !actoferrin myelop> 
eroxidase 264: 447 
Hydroxyanisole 
butylated glutathione transferase 
isoenzyme liver 263: 393 
Hydroxycholesterol 
liver bile acid cholesterol 262: 989 
liver cholesterol metab 264: 241 
Hydroxylase 
cholesterol cytochrome P 450IIC 
subfamily 262: 91 
cholesterol glucocorticoid bile acid 
262: 341 
CMP acetylneuraminic acid liver 
glycoloylneuraminate 263: 355 
hydroxyvitamin D3 kidney mito> 
chondria 259: 561 
phenylalanine liver cooperativity 
inhibition antibody 257: 383 
phenylalanine liver diabetes MRNA 
264: 185 
prolyl inhibitor trihydroxyanthraqui> 
none dihydroxybenzoate 261: 127 
prolyl nonessential beta subunit 
vertebrate 263: 609 
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Hydroxylation 
androgen cytochrome P 450 260: 81 
Hydroxymethylbilane 
synthase lysine modification pyridox> 
al phosphate 262: 119 
Hydroxymethylglutaryl 
CoA reductase cytochrome P 450 
264: 495 
CoA reductase glycosylation inhibitor 
antitumor 260: 597 
CoA reductase synthase mRNA liver 
260: 731 
CoA synthase glucagon liver 
262: 159 
Hydroxynicotine 
oxidase apoenzyme proteolysis FAD 
protection 258: 187 
Hydroxynonenal 
DNA binding protein 262: 977 
Hydroxysteroid 
3alpha dehydrogenase nonsteroid 
inactivation 262: 139 
Hydroxytryptamine 
brain alc preference 264: 597 
formation brain tryptophan albumin 
262: 365 
Hydroxyuroporphyrin 
meso I urine porphyria 264: 293 
Hydroxyvitamin 
D3 hydroxylase kidney mitochondria 
259: 561 
Hyperthyroidism 
brain oxidative stress 263: 273 
GDP brown adipocyte mitochondria 
263: 341 
insulin resistance muscle 263: 243 
Hypertrophy 
cardiac thyroid phospholamban AT= 
Pase 259: 229 
heart pressure collagen elastin age 
263: 709 
muscle clenbuterol beta adrenoceptor 
264: 573 
muscle myosin gene expression 
257: 691 
Hyphomicrobium 
methanol dehydrogenase cytochrome 
CL: 257: 37 
Hypoglycemia 
metformin obesity intestine 262: 881 
methylenecyclopropylglycine 
259: 921 
Hypoglycin 
A analog hypoglycemia 259: 921 
Hypophysectomy 
gluconeogenesis liver 260: 183 
Hypothyroidism 
adenosine metabolizing enzyme brain 
261: 667 
GDP brown adipocyte mitochondria 
263: 341 
insulin resistance muscle 263: 243 
protein Gi Gs adipocyte 260: 843 
Hypoxia 
nucleotidase heart adenosine 
261: 541 
protein formation heart muscle 
257: 519 
Hysteresis 
glucose phosphate dehydrogenase pH 
262: 795 
Ibuprofen 
indomethacin ribosome RNA forma 
tion 264: 101 
Iduronidase 
multiple form iung liver kidney 
259: 199 
Ig 


polymeric receptor cleavage hepato= 
cyte. 257: 759 
IgG 
adsorption polyvinyl chloride ELISA 
61: 715 


complement C3b binding domain 
257: 831 
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tyrosine residue complement Clq 
binding 257: 845 
IgG1 
glycosylation receptor recognition 
259: 347 
IgG3 
glycosylation receptor recognition 
259: 347 
IgM 


inositol phospholipid metab serine 
proteinase 263: 641 
Tleum 
brush border chloride transport chlo> 
ridorrhea 263: 775 
smooth muscle protein phosphatase 
262: 617 
Tloprost 
Gs protein ribosylation platelet 
261: 841 
Imipramine 
erythrocyte acetylcholinesterase 
261: 569 
Immobilization 
microperoxidase membrane entrap> 
ment 264: 301 
Immobilized 
enzyme glucose phosphate transloca> 
tion membrane 260: 455 
Immune 
complex complement binding penicil= 
lamine cysteine 259: 415 
Immunoaffinity 
chromatog ferritin liver 258: 413 
chromatog lactoperoxidase human 
colostrum 259: 627 
chromatog TEM | lactamase 
263: 309 
Immunoassay 
enzyme glycoprotein mucin 259: 243 
Immunofluorescence 
staining adrenergic receptor G protein 
263: 519 
Immunol 
progesterone receptor uterus 
260: 371 
staining mucin colon neoplasm 
261: 617 
Immunoradiometric 
assay insulin proinsulin 260: 535 
Immunoreactivity 
gelonin thiolation 263: 417 
IMP 


nucleotidase inhibition isobutylthio 
adenosine inosine 262: 203 
In 
situ hybridization autoradiog mRNA 
263: 121 
Inab 


phenotype decay accelerating factor 
defect 261: 489 
Inactivation 
kinetics enzyme chem modification 
263: 855 
Indoleamine 
dioxygenase interferon induction 
262: 861 
Indomethacin 
ibuprofen ribosome RNA formation 
264: 101 
Infection 
herpes virus polyphosphoinositide 
metab protein 261: 683 
muscle wasting prostaglandin 
263: 485 
Inflammation 
acute inducer aminolevulinate syn= 
thase DMSO 259: 605 
acute phase liver sialyltransferase 
pH 261: 389 
mediator bradykinin chondrocyte 
258: 861 
Injury 
muscle vitamin E calcium 257: 207 
Inorg 
pyrophosphatase activation polyamine 


Streptococcus 259: 55 
pyrophosphatase inhibition calcium 
gluconeogenic hormone 258: 817 


Inosine 


adenosine isobutylthio IMP nucleoti= 
dase inhibition 262: 203 


Inositol 


bisphosphate phosphofructokinase 
activation muscle 259: 463 

insulin secretion lithium glyceride 
262: 557 

monophosphatase brain kidney 
264: 793 

monophosphatase essential arginine 
264: 419 

myo nomenclature 258: | 

phosphate accumulation toxin forsko> 
lin 260: 665 

phosphate adrenergic receptor heart 
261: 89 

phosphate artery angiotensin protein 
kinase 262: 285 

phosphate bombesin platelet growth 
factor 258: 177 

phosphate brain muscarinic receptor 
260: 237 

phosphate cAMP vasopressin liver 
257: 455 

phosphate cerebral cortex carbachol 
258: 23 

phosphate detn anion exchange HPLC 
262: 997 

phosphate endothelium G protein 
264: 703 

phosphate erythrocyte bird 264: 323 

phosphate formation fibroblast nu= 
cleotide receptor 263: 371 

phosphate formation thyroid carba= 
moylcholine 263: 795 

phosphate formation trachea agonist 
262: 739 

phosphate hydrolysis plant ext 
264: 851 

phosphate isomer sepn tissue 
260: 283 

phosphate metab review 260: 313 

phosphate myoblast cholera toxin 
259: 679 

phosphate neurotensin calcium HT29 
cell 264: 871 

phosphate oligosaccharide insulin 
glucose transport 261: 699 

phosphate PGE2 pancreas islet 
260: 291 

phosphate p2Iras protein kinase C 
260: 157 

phospholipid glucagon Gi protein 
259: 191 


phospholipid metab brain assay 
258: 621 

phospholipid metab serine proteinase 
IgM 263: 641 

tetrakisphosphate dephosphorylation 
calcium release 259: 931 

triphosphate calcium transport cere> 
bellum microsome 258: 261 

trisphosphate bombesin Nras pro> 
tooncogene 260: 813 

trisphosphate calcium pancreas hor> 
mone 263: 333 

trisphosphate calcium release endoc= 
rine cell 262: 83 

trisphosphate calcium release platelet 
membrane 257: 715 

trisphosphate Dictyostelium cAMP 
guanosine thiotriphosphate 
258: 577 

trisphosphate isomer erythrocyte 
bird 262: 727 

trisphosphate kinase activation cal= 
modulin mechanism 260: 771 

trisphosphate kinase inhibition hepa> 
rin 261: 1059 

trisphosphate kinase multiple form 
brain 261: 483 
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trisphosphate receptor adrenocortical 
microsome 260: 593 
trisphosphate receptor cyclic tris= 
phosphate 257: 297 
trisphosphorothioate intracellular 
calcium 259: 645 
Inotropism 
heart phosphorylation mitochondria 
calcium 262: 293 
Insect 
cell insulin receptor gene cloning 
261: 119 
Instruction 
author policy 257: 1 
Insulin 
acetylcholinesterase erythrocyte mem= 
brane diabetes 259: 897 
apolipoprotein B liver diabetes 
261: 83 
branched chain oxo acid dehydroge= 
nase 258: 229 
cAMP phosphodiesterase tyrosine 
phosphorylation 261: 897 
carbohydrate metab HT29 cell 
261: 175 
carnitine palmitoyltransferase liver 
258: 677 
carnitine palmitoyltransferase mRNA 
liver 263: 703 
catecholamine pertussis toxin pancre> 
as 258: 669 
dexamethasone glycogen metab hepa= 
tocyte 261: 985 
EGF insulinlike growth factor 
261: 927 
gene enhancer binding protein 
264: 233 
glucose mammary lactation polemic 
257: 933 257: 934 
glucose metab muscle senescence 
261: 383 
glucose transport adipocyte G protein 
264: 389 
glucose transport inositol phosphate 
oligosaccharide 261: 699 
glucose transport muscle protein 
kinase 258: 141 
glycogea formation glucose liver 
263: 889 
glycolysis glycogen thyroid hormone 
257: 369 


insulinlike growth factor receptor 
hybrid 263: 553 

lipid deposition lactation 258: 273 

lipoprotein triacylglycerol secretion 
liver 263: 937 

liver metab pituitary 258: 547 

mitochondria brown adipose diabetes 
258: 309 

oxytocin glycogen synthase liver 

: 827 


pancreas release carboxypeptidase H 
264: 503 

pl liposome fusion 264: 285 

proinsulin immunoradiometric assay 
260: 535 

protein metab muscle 260: 377 

receptor C6 cell butyrate 258: 147 

receptor dissocn state structure 
259: 871 

receptor gene cloning insect cell 
261: 119 

receptor insulinlike growth factor 
placenta 257: 101 

receptor kinase activation domain 
antibody 260: 749 

receptor kinase activation proteolysis 
259: 519 

receptor kinase calmodulin tyrosine 
phosphorylation 263: 803 

receptor kinase liver pregnancy 
263: 267 

receptor phospholipase G protein 
259: 701 

receptor polycation protein 263: 813 





receptor subunit proteolysis liver 
261: 333 
release adenosine adrenergic receptor 
259: 223 
resistance muscle hyperthyroidism 
hypothyroidism 263: 243 
secretion cholinergic protein kinase 
264: 753 
secretion lithium isositol glyceride 
262: 557 
secretior; phosphoinositide hydrolysis 
glucose 259: 743 
secretion protein kinase C 264: 27 
264: 207 
secretory granule protein 257: 431 
sensitivity adipose development glus 
cose 264: 217 
sensitivity starvation nutrition status 
258: 699 
sequence elephantfish 263: 261 
Insulinlike 
factor activity binding protein 
258: 267 
growth factor insulin EGF 261: 927 
growth factor insulin receptor hybrid 
263: 553 
growth factor protein muscle 
260: 377 
growth factor proteoglycan cartilage 
260: 543 
growth factor receptor insulin placen= 
ta 257: 101 
growth factor structure activity 
259: 665 
Integrated 
rate equation fitting computer pro= 
gram 258: 397 
Interconvertible 
enzyme cascade effector kinetics 
257: 339 
Interferon 
Ehrlich ascites tumor protein se> 
cretion 261: 57 
fibroblast transforming growth factor 
260: 463 
induction tetrahydrobiopterin indo> 
leamine dioxygenase 262: 861 
Interleukin 
1 amino acid metab 261: 357 
1 lipid metab 259: 673 
1 oxygen radical fibroblast 263: 539 
1 receptor endocytosis nucleus trans> 
port 264: 813 
1 receptor Raji EL4 cell 260: 657 
4 gene sequence 262: 897 
Intermediate 
filament protein component sequence 
wool 261: 1015 
filament protein plant 261: 679 
Intertrypsin 
inhibitor formation liver 261: 305 
intestine 
adenosylmethionine decarboxylase 
difluoromethylornithine polyamine 
259: 513 
apolipoprotein B48 precursor se> 
cretion 264: 365 
brush border sucrase ionization 
258: 41 
carcinoma culture glutathione trans> 
ferase 264: 613 
enzyme fish oil diet 263: 41 
epithelium glycolysis VIP 262: 397 
formylmethionine deformylase 
251: 51 
glutathione transferase isoenzyme 
257: 471 
lactase phlorizin hydrolase glycosyla= 
tion transport 263: 249 
metformin hypoglycemia obesity 
262: 881 
mevalonate pyrophosphate decarbox> 
ylase regulation 260: 333 
mucin glycoprotein detn ELISA 
259: 243 


resection liver lipid acyltransferase 
260: 115 
small fructose bisphosphate 259: 624 
Invertase 
Isotricha 264: 721 
Iodide 
muscarinic receptor inositol phos> 
phate 263: 795 
Iodothyronine 
deiodinase brown adipose cattle de= 
velopment 259: 555 
deiodinase liver kidney activation 
thioredoxin 258: 785 
deiodinase tissue selenium deficiency 
259: 887 
di respiration liver 261: 945 
Ion 
exchange HPLC nitrate cyanobacteria 
259: 545 
exchange liq chromatog pliosphatidyl= 
choline metabolite 263: 581 
requirement receptor ligand dissocn 
endosome 260: 127 
Ionic 
strength beta lactamase halogenopen= 
icillanate 257: 245 
Ionization 
chymotrypsin chlorophenmyltosylam>= 
idobutanone complex mechanism 
258: 853 
heme ferricytochrome c proton uptake 
258: 595 
heme propionate cytochrome c isom> 
erization 258: 599 
sucrase brush border intestine 
258: 41 
IR 


cytochrome c isomerization carboxyl> 
ate ionization 258: 599 
modified heparin 261: 1035 
Iron 
ATP AMP complex reticulocyte 
261: 787 
chelator tyrosinase inhibition 
257: 289 
complex lipid peroxidn initiation 
mechanism 258: 617 
coordination peroxidase nitric oxide 
pH 258: 473 
diet ferritin formation liver 264: 925 
molybdenum protein nitrogenase 
Azotobacter MgADP 263: 725 
molybdenum site ESR nitrogenase 
Clostridium 262: 349 
oxygen radical oxymyoglobin 
263: 731 
protein nitrogenase oxidn Azotobacter 
261: 181 
release hemosiderin ferritin chelator 
260: 903 
satn transferrin synthetic carrier 
ampholyte 259: 909 
sulfur cluster ferredoxin III Desulfo> 
vibrio 264: 265 264: 275 
sulfur cluster hydrogenase II Clostris 
dium 259: 597 
transport transferrin trophoblast 
259: 685 
uptake organelle liver 262: 685 
uptake site ferritin H chain 264: 381 
vanadium protein x ray spectra 
258: 733 
Irreversible 
inhibition kinetics enzyme analysis 
257: 419 
Ischemia 
heart nucleotidase adenosine 
261: 541 
heart oxygen radical EPR spectrosco> 
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neurotensin degrading tissue distribu= 
tion 257: 549 
Metalloprotein 
electrochem promotion membrane 
entrapped microperoxidase 
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liver hydroperoxide decompn radical 
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myo inositol essential arginine 
264: 419 
Morphine 
protein phosphorylation brain synap> 
tosome membrane 257: 165 
Mouse 
lectin beta galactoside binding se= 
quence 261: 847 
procathepsin L processing glycosyla= 
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heart 263: 453 
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lation heart 263: 445 
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fish snail 262: 253 
Nitrogenase 
iron protein oxidn Azotobacter 
261: 181 
kinetics Klebsiella 264: 657 
molybdenum iron protein MgADP 
Azotobacter 263: 725 
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saccharide peanut 263: 129 
leukocyte inhibition salicylhydroxa= 
mate 258: 801 
Peroxide 
hydrogen cytotoxicity low temp 
264: 651 
lipid muscle damage tocopherol 
257: 207 
myoglobin multiple form oxyferryl 
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glycogen synthase phosphorylase 
hepatocyte 261: 93 
phosphoinositide pancreas islet 
260: 291 
PGF2 
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Phosphocreatine 


muscle contraction 259: 589 


Phosphodiesterase 


cAMP adipocyte hormone 262: 867 

cAMP tyrosine phosphorylation insu> 
lin 261: 897 
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arachidonate release platelet thrombin 
259: 333 

bile cyclobutyrol 263: 513 
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purine nucleoside deuterium isotope 
effect 257: 355 


Phosphorylation 


aminopeptidase brain cytosol monkey 
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tokinase fructose bisphosphatase 
262: 97 
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inhibition penicillin 260: 609 
streptokinase complex kinetics micro= 
globulin 264: 745 


Plasminogen 


activator fibrin binding pharmacol 
review 261: 313 

activator inhibitor formation retina 
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arachidonate release phospholipid 
thrombin 259: 333 
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pase 261: 395 
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hormone glycolysis glycogen insulin 
257: 369 
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metab methylmuconolactone methyl 
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C structure turkey 261: 1043 
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displacement albumin plasma 
262: 365 
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tein 263: 279 
operator promoter mutant conforma 
tion NMR_ 259: 715 
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fibronectin degrdn urokinase 
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257: 845 
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erase insulin 261: 897 
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2512 San 
Tis 
cell line p21Nras G protein 259: 737 
Ubiquitin 
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263: 47 
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glucose pyrophosphorylase carboxyl 
group modification 264: 799 
glucuronosyltransferase bilirubin 
membrane topol 259: 617 
glucuronyltransferase bilirubin latency 
microsome membrane 259: 659 
glucuronyltransferase liver regulation 
phospholipid microsome 258: 723 
Uncoupling 
protein mRNA adipose pregnancy 
lactation 263: 965 
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ontogeny 257: 665 
protein RNA adipose Ro 168714 
261: 721 
Unfolding 
aspartate aminotransferase heart 
261: 189 
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fatty acid protein kinase aorta 
258: 171 
Uptake 
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258: 587 
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transport kidney membrane 
264: 223 
Urine 
alanine stereoisomer oxidase deficien= 
cy 261: 285 
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ria 264: 293 
Urokinase 
fibronectin hydrolysis plasma 
262: 529 
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oxidn 258: 247 
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III synthase Escherichia 264: 397 
oxidn cytochrome P 450d microsome 
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Von 
Willebrand binding factor VIII 
257: 679 
Wasting 
muscle infection prostaglandin 
263: 485 
Water 
deprotonation laccase transition 
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pellucida proteolysis acrosin 
257: 447 
ZOl 
protein phosphorylation transepitheli= 
al resistance 263: 597 
Zucker 
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